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LWLQNGKKLVYLQRAGEKDGKVLAEIQL ITKNLMGCEIPFTKTNELVDNAKKR
NTDB id 111190 ACMCNG RS08110 WP 226691925.1 MSYLNIKDEHLTETYNLVNGLIGNVSSRHLFTGYGLFYKQELMFGLWLNGKVYLQAKDKLAEQLINMGCIPFTKNEVDAK 80
NTDB id 1375 HI 0601 AAC22258.1 ...MNIKDEHIDSVCSLLDQLVGNVSFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEGVLAIQLTKLGCEPFTTNELNKR 77
consensus ****!!!!!!* * !* !*!!!! **!!!!!!!!*! ! !!**! ! !*!! * !! !! *!! !!! !!* *

logo FVLSDQYYAWLSDSDQI LGRDSKNRTLCLRKL IL IMI
LS IKQI LQDEQRKLNECLETLLRKALNRLKDLPNLSTIKHERAML IKKVGIHTDNVAKMTLRAE I

VGAENAI
L

NTDB id 111190 ACMCNG RS08110 WP 226691925.1 FVLSDYYWLSSDILGDKTLLRKLLMISIKQIQDRKNELELLKANRLKDLPNLSIKHERMLKKVGIHDVKTLRAVGAENAI 160
NTDB id 1375 HI 0601 AAC22258.1 FVLSQYYALSDQILRSNRLCRKLIILSIKQILEQKLECTLRKLNRLKDLPNLTIKHERALIKVGITNVAMLREIGAENAL 157
consensus !!!! !! !! !! !*!!!***!!!!! * ! !* ! ! !!!!!!!!!*!!!!! ! !!!!* ! !! *!!!!!*

logo VERLKRKLSGI
S
G
PATLDQFTYWKLSVCALLQNKNSEQMQLSTKQAEQKE I

RLLKKLNEKAVLWHREKANGFLKRGMYRKI
LDDE

NTDB id 111190 ACMCNG RS08110 WP 226691925.1 VRLRKLGIPATLQTYWKLSCALLNKNSEQLTKAQKEILLKKLNKALHEAGFRMYRKIDDE 220
NTDB id 1375 HI 0601 AAC22258.1 VELKKSGSGATLDFYWKLVCALQNKNSQMLSQAEKERLLKKLNEVWRKNGLKGYRKLDDE 217
consensus ! !*! ! *!!! !!!! !!! !!!! !* ! !! !!!!!! * ! * !!!*!!!
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