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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
NTDB id 1111896 GJA RS03510 WP 038488843.1 ..MGSPRVLVVDDEADLRELLEITLLKMGLDVDSAADLAQARALLAASDYALVLTDMRLPDGLGLELVREVSAGCKNTPVAVVTA 83
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
NTDB id 1111896 GJA RS03510 WP 038488843.1 FGSADNAVVALKAGAFDYVSKPVALDQLRLLVQSALGLSAQKPKP.GPATAPARLKGDSPLIQALRAQIARLARSMAPIAISGES 167
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN..PEA.EEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGES 165
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
NTDB id 1111896 GJA RS03510 WP 038488843.1 GSGKELAAREIHAQSARASQPFIAVNCGAIPETLMEAEFFGYRKGAFTGAAEERDGFFQAANGGTLMLDEVADLPLAMQVKLLRA 252
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
NTDB id 1111896 GJA RS03510 WP 038488843.1 IQERRVRKIGATAEEAVDVRIISATHQNLAEWVAAGKFRQDLFYRLNVIELVVPPLRERLDDLEILAGAILERLGHGP....QTL 333
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL 335
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAP.QAVKKLPSEGLERYLE 424
NTDB id 1111896 GJA RS03510 WP 038488843.1 TPAVLAALRAYAFPGNVRELENILERALAYADDGVIAVGDLALKGGRAAEAPA.RPAEAAEAAEAAAPSADSADALPDSLPDYLS 417
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA......SQE...........GAASLSEIDNLEDYLE 403
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1111896 GJA RS03510 WP 038488843.1 RVERDIIVRALARTQFNRTQAAQLLGISFRQLRYQMQKLNIQEPDA... 463
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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