
logo MNTESTGFKRYS I LASGSSTGNCSFYLETPKQKRI
LL IDAGLSTGKKI STQSLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHKGVGVLMARKYGHLD

NTDB id 1111864 SPYH293 RS02280 WP 002985641.1 MNESGFKYSILASGSTGNCFYLETPKKRLLIDAGLTGKKITSLLAEIDRKPEDLDAILITHEHSDHIKGVGVMARKYHLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus ! !*!!*!!!!!!!!*!!*!!!!!! !!*!!!!!!*!!!!* !*!!!!!!**!*!!!!*!!!! !!!*!!!!*!!!!*!!

logo

I
VYANAEAKTWQALMDECGNMI

LGKI
LDAVSQKHI FDQLRDGKTVI

LTFGDI
VDI ESFGVSHDAAIDQPQFYR I

LMKDGNKSFVI
MLTDTGYVSDRMATDG

NTDB id 1111864 SPYH293 RS02280 WP 002985641.1 IYANEKTWQLMDECNMLGKLDASQKHIFQRDKVLTFGDVDIESFGVSHDAIDPQFYRIMKDNKSFVMLTDTGYVSDRMTG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus *!!! !!! !!** !*!!*! !!!!!! ! *!!!!*!!!!!!!!!!! !!!!!*!!! !!!!*!!!!!!!!!!!

logo

I
L I ENADGYL I ESNHDI E I LRSGI

SYPWSLKQR I LSDKLGHLSNDEDGAEGATMI
VRSTLGNYKNTKKIYLGHLSKENNI

VKELAHMTMKVN
NTDB id 1111864 SPYH293 RS02280 WP 002985641.1 IIENADGYLIESNHDIEILRSGSYPWSLKQRILSDLGHLSNEDGAGAMIRSLGYNTKKIYLGHLSKENNIKELAHMTMVN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus *!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!*!!! !*!*!! !!!!!!!!!!!!!!*!!!!!!!! !

logo

A
QLAMMQADLAVDGHTDFKTI

V
H
YDTSPDTACLPLATDKI

NTDB id 1111864 SPYH293 RS02280 WP 002985641.1 QLAMADLAVGTDFTVHDTSPDTACPLTDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus ! !!!!! *!! **!!!!!!!*!! !
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