logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1111863 SPYH293 RS02275 WP 002990673.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1111863 SPYH293 RS02275 WP 002990673.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1111863 SPYH293 RS02275 WP 002990673.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1111863 SPYH293 RS02275 WP 002990673.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1111863 SPYH293 RS02275 WP 002990673.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

<0

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 1111863 SPYH293 RS02275 WP 002990673.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

Bgpaeaeh B | VT E B L el ezt

8 HK%AEL@EE\Ml&\:LE%&EE{E@XBNN@%%@%K| SUE] AR SRR

LDEE . K TT JITIITLT LEFISRANNRIIN |BYHR NiMQ KQ N@KV DLIEGHY 4 LD [0 SE N NNLNDLS
I8 Ne (cERs JATIATL g AFYQF Ij6(LIN R YRNIN U BEiK 'RDLINGIYTD | Dy DRMELNIEL LNDLS
N FESSPL I\ LT L FFYRFIIJLINYR Y NNNQ KQ NIAKVRSLIpNGEEIY TDISLIS 193)S L ELWNN NDLS

I % k% % kok o ckk ok ook Dskskoskokokokk kok | skkokokokkk skokokskskk Doksksk DL D Dskskokokosksk ko skokskskskkokokokok L LT

o s |1 et 0 e Desi R
EVIRHQEN\.@QESNR\.NS \.E\( ID V\.ATBR% QlTv RINLEVS E Eﬁs T E EN LNULVSQ
EVIRLTENENLIBQESMRLINSILIFYMTDGVLAT RBIGEMIIMINDTA KQLELWYKE MNLN SIL LLJEGN WNYINRRDL I T[8] P
VFRLTHENLAQEKNRLIASILEAYM DGVLATDRSGKIIMIN TA KQLNL KE AL)Y NImDLL GDESYTYRDL KTP
EVFRLTHENLAQEKNRLINSILYMTDGVLATDRSGKIRUYINDIUARIKQLN E(ALINMNILD L WD SYTYWDLITKTP

o G S GRS I

E LWSNDERGE RILR RFALPMRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGAL
il B SR WNIGEF LR RFALNRRESGFISGLVjVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGAL
E LpmiRD LR RFALNRRESGFISGL AVLHDBMTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD GAL

YD
EWSFISOETIR R Lo R s o ELTARTAR e LRt s DR g
KEBl vsULLN AVTQ N§ RIQMET Kel\K [ LL | R
[ VAPWFIKVSLDETNRMMRM TDLLEBILSIDNINTSHLDVELMNFTAFIT ILNRFEFDIS KEQISIKISYE VRDYPIN
KEE APSFIKVSLDETNRMMRMI DLLNLSRIDNQM @LWVE TNFTAFITEILNRFDL QMY TMKVYETIVRDYP Iy
IWE VAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAF Iy IL RFD[N [SIQEESITINKVYEI RDYP)Y

T Dok Db b D DD Dok DLk L1 ko 1 % Dl lxsl ] Lx
|
|
|
S\I/\lrE

ST L AR

S W EIDTDKMTQV DNILNNAIKYSPDGGKITVRMKTT pQ ILSISDEIGLGIPKNDLPIIFDRFYRVD ARSRAQGGT
SVW EIDJDKMTQVI NILNNAIKYSPDGGKITVRMKTTDTQLI SISDQGLGIPKWDLPLIFDRFYRVDKARSRAQGGT
SVW EIDTDKMTQVIDNILNNAIKYSPDGGK T WMETTDTQLILSISDQGLGIPKADLPLIFDRFYRVDKARSRAQGGT

(A !

EQQEE

il

WOBTH

i

| Ve

GLGL TAKEITIKQHKGFIWAKSEYGKGSTFTIVLPY KDA|RSIE\YWE 449
GLGLATAKEIIKQH GFIWAKS YGKGSTFTIVLPYEKDALSR(EEWEED VDN 450
GLGLATAKEI KQHKGFIWANSEIRGIRGSTFTIVLPYERDNN] EWEEDI¥D B 450

.................... Hook D skok ok ok ok

159
159
158

239
239
238

317
319
317

397
399
397



non conserved
B similar
>50Y% conserved



