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NTDB id 1111776 RBI RS05460 WP 038671602.1 MIKLLKKMGKREVLMAVLCALLVLGQVYFDLTLPDYMTDLTMMLNTAGSETSDILNVGLKMLGCTLASAALAIVCGYLSAKTASG 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
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NTDB id 1111776 RBI RS05460 WP 038671602.1 FSYTIREKLFNHVMDMGSEEMQDFSIPSLITRTTNDITQIQMIVSMGLQMIIKSPIMAVWAVIKILGKSWELSAVTAAFVVVICV 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
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NTDB id 1111776 RBI RS05460 WP 038671602.1 FVLAVMATCIPRFRIVQKLTDKINRVARENLTGINVVHAFNAEKYQNDKFDVPSKDMMNTQLKNQRMFALMMPVMNIGMNGLTLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
consensus * *! * !! ! !! !!! *! !! !!!* !!*!*!!! !! !! * ! * *! !* !! !!! * !!!!!

logo IYW I
LGAVYL ILNQDQIAKI

L
PMTSVTAAKG

TAI
V
A
QDRI STFVFSDNMVVVFSSTYAMTQYVVMVGSFMML

MVAMI F IMI
MLPARALQVSAEKR INEVLAELRDNSSVHNFIKEGY

NTDB id 1111776 RBI RS05460 WP 038671602.1 IYWLGAVLIQQIAL.........TAVQDRITFFSNVVVFSTYATYVVMSFMMLVMIFMMLPAAQVSAERINEVLERD..VNIKEG 329
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
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NTDB id 1111776 RBI RS05460 WP 038671602.1 SVSEGREQGTVEFKNVSFRYPHASEDELSNISFKIEKGQTLAIIGATGSGKTTLISLIPRFYDATEGEVLVDGVNVKNYKFDTLY 414
NTDB id 369 SMU RS04255 WP 002263293.1 SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN 425
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NTDB id 1111776 RBI RS05460 WP 038671602.1 DKLGYVTQKAVLFAGSIRENVFFGESA.APESDEELKNAIELSQAEEFVDKLPDGTEHMISQMGRNVSGGQKQRLSISRALSRKP 498
NTDB id 369 SMU RS04255 WP 002263293.1 NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKP 510
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NTDB id 1111776 RBI RS05460 WP 038671602.1 EILVFDDSFSALDYKTDAKLREGLNEKLGDTTKIIVAQRISTIRHADKIIVLDRGEAVGMGTHEELMKNCDVYKEIALSQLSAAE 583
NTDB id 369 SMU RS04255 WP 002263293.1 EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
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NTDB id 1111776 RBI RS05460 WP 038671602.1 LA... 585
NTDB id 369 SMU RS04255 WP 002263293.1 LENGK 600
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