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NTDB id 286 KZH43 RS05975 WP 000782664.1 MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFV 75
NTDB id 285 SPD RS06395 WP 000782664.1 MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFV 75
NTDB id 284 SPR RS06100 WP 000782664.1 MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFV 75
NTDB id 283 SP RS06670 WP 000782668.1 MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFV 75
NTDB id 380 SMU RS01250 WP 002262749.1 MEMKQISETTLKITISMEDLEERGMELKDFLIPQEKTEEFFYTVMDELDLPENFKDSGMLSFRVTPRNDRIDVFV 75
NTDB id 1111772 HMPREF9425 RS08205 WP 003098133.1 MEMKQISETTLKIMITMEDLEEHGMELKDFLIPQEKTEEFFYTVMDELDLPDNFKNSGMLGFRVTPRKDRVDVFV 75
NTDB id 299 STER RS01050 WP 011680667.1 MEMKQISETTLKIMITMEDLEEHGMELKDFLIPQEKTEEFFYTVMDELDLPDNFKNSGMLSFRVTPRKDRVDVFV 75
NTDB id 331 STU RS10485 WP 011225365.1 MEMKQINETTLKIMITMEDLEEHGMELKDFLIPQEKTEEFFYTVMDELDLPDNFKNSGMLSFRVTPRKDRVDVFV 75
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NTDB id 286 KZH43 RS05975 WP 000782664.1 TKSKIDQNLDFEDLSDLPDMEELAQMSPDEFIKTLEKSIADKTKDDIEAIQSLEQVEAKEEEQE......QAEQE 144
NTDB id 285 SPD RS06395 WP 000782664.1 TKSKIDQNLDFEDLSDLPDMEELAQMSPDEFIKTLEKSIADKTKDDIEAIQSLEQVEAKEEEQE......QAEQE 144
NTDB id 284 SPR RS06100 WP 000782664.1 TKSKIDQNLDFEDLSDLPDMEELAQMSPDEFIKTLEKSIADKTKDDIEAIQSLEQVEAKEEEQE......QAEQE 144
NTDB id 283 SP RS06670 WP 000782668.1 TKSKIDQNLDFEDLSDLPDMEELAQMSPDEFIKTLEKSIADKTKDDIEAIQSLEQVEVKEEEQE......QAEQE 144
NTDB id 380 SMU RS01250 WP 002262749.1 TKSEINKNLNLEDLSD...FDDISKMSPEDFFNTLEETMREK..GDAAALDKLAEIEKREEEKT......QQEKG 139
NTDB id 1111772 HMPREF9425 RS08205 WP 003098133.1 TKSDLKEDLDFNDLSD...MDDYSGLSPEEFLKALEGNFMDK..GDIEAHHKLEEIEKALEEVDKTMTEPAKEVA 145
NTDB id 299 STER RS01050 WP 011680667.1 TKSDLKEDLDFNDLSD...MEDYSGLSPEEFLKALEDNFMDK..GDIEAHHKLEEHDKTLKEVDETMTEPAKEVA 145
NTDB id 331 STU RS10485 WP 011225365.1 TKSDLKEALDFNDLSD...MEDYSGLSPEEFLKALEDNFMDK..GDIEAHHKLEEHDKTLKEVDETMTEPAKEVA 145
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NTDB id 286 KZH43 RS05975 WP 000782664.1 AESKKEPYIYYILSFAKLADLVAFAKTV.TFEMETSELYKMNERYYLTILVDIENHPSPYPAWLLARMREFADDS 218
NTDB id 285 SPD RS06395 WP 000782664.1 AESKKEPYIYYILSFAKLADLVAFAKTV.TFEMETSELYKMNERYYLTILVDIENHPSPYPAWLLARMREFADDS 218
NTDB id 284 SPR RS06100 WP 000782664.1 AESKKEPYIYYILSFAKLADLVAFAKTV.TFEMETSELYKMNERYYLTILVDIENHPSPYPAWLLARMREFADDS 218
NTDB id 283 SP RS06670 WP 000782668.1 AESKKEPYIYYILSFAKLADLVAFAKTV.TFEMETSELYKMNERYYLTILVDIENHPSPYPAWLLARMREFADDS 218
NTDB id 380 SMU RS01250 WP 002262749.1 ETKEKRDYVHFVLDFPNIQQVINFAKTV.DYDVEASELFKESDAYHMTVLLNLEDKPDYYADLMFARMLEHAGRG 213
NTDB id 1111772 HMPREF9425 RS08205 WP 003098133.1 EETIREDYTHYVLAFSDFDQVVTFTQGLKDVPVEGSELYKLGDIYYMTILLYLADEPDYYANNMYARFLEYANVA 220
NTDB id 299 STER RS01050 WP 011680667.1 EETIREDYTHYVLAFSDFDQVVTFAQGLKNVSVEGSEFYKLGDVYYMTILLYLADEPDYYANNMYARFLEYANVA 220
NTDB id 331 STU RS10485 WP 011225365.1 EETIREDYTHYVLAFSDFDQVVTFAQGLKNVSVEGSEFYKLGDVYYMTILLYLADEPDYYANNMYARFLEYANVA 220
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NTDB id 286 KZH43 RS05975 WP 000782664.1 DISRSVLQEYGQVLMSHDAVLNLQKIG.. 245
NTDB id 285 SPD RS06395 WP 000782664.1 DISRSVLQEYGQVLMSHDAVLNLQKIG.. 245
NTDB id 284 SPR RS06100 WP 000782664.1 DISRSVLQEYGQVLMSHDAVLNLQKIG.. 245
NTDB id 283 SP RS06670 WP 000782668.1 DISRSVLQEYGQVLMSHDAVLNLQKIG.. 245
NTDB id 380 SMU RS01250 WP 002262749.1 TKTRAYLLEHGVQLIKADALQELQMIG.. 240
NTDB id 1111772 HMPREF9425 RS08205 WP 003098133.1 DRTRPYLQEHATILMEEDALSVLQATKWS 249
NTDB id 299 STER RS01050 WP 011680667.1 DRTRPYLQEHATILMEEDALPVLQATKWS 249
NTDB id 331 STU RS10485 WP 011225365.1 DRTRPYLQEHATILMEEDALPVLQATKWS 249
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