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NTDB id 1111770 HMPREF9425 RS08150 WP 003098114.1 MTQERKKLVELKNVSLTFNKGKSNEVKAIDDVSFDIYEGEIFGLVGESGSGKTTIGRSVLKLSDIDSGTITFSGN 75
NTDB id 479 HSISS4 RS06980 WP 021143812.1 ...MPEKLVEVKDVEISFGEGSKK.FVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGK 71
NTDB id 296 STER RS06910 WP 011681415.1 ...MPEKLVEVKNVEISFGEGRKK.FVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGK 71
NTDB id 328 STU RS16110 WP 002951426.1 ...MPEKLVEVKDVEISFGEGRKK.FVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGK 71
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NTDB id 1111770 HMPREF9425 RS08150 WP 003098114.1 EISSL.KGKDLHDFRKTAQMIFQDPQASLNGRMKIRDIIAEGIDIHKLAKSKEEREAKVKELIDLVGLNEDHLSR 149
NTDB id 479 HSISS4 RS06980 WP 021143812.1 KINGHLSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLHNFHLYKDEEDRKAKIKKIIKEVGLLEEHLTR 146
NTDB id 296 STER RS06910 WP 011681415.1 KINGYLSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTR 146
NTDB id 328 STU RS16110 WP 002951426.1 KINGYLSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTR 146
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logo YPHEFSGGQRQRIG IARASLAVVMNQPHDFL IVVIADEP I SALDVS IVQRAQVVLNLMLQKKLFQHKEQLGLTYLF IAHDLSMVVKRYF I SDR I
NTDB id 1111770 HMPREF9425 RS08150 WP 003098114.1 YPHEFSGGQRQRIGIARALAVNPHFIVADEPISALDVSIQAQVVNLMQKLQHEQGLTYLFIAHDLSMVKYISDRI 224
NTDB id 479 HSISS4 RS06980 WP 021143812.1 YPHEFSGGQRQRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRI 221
NTDB id 296 STER RS06910 WP 011681415.1 YPHEFSGGQRQRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRI 221
NTDB id 328 STU RS16110 WP 002951426.1 YPHEFSGGQRQRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRI 221
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NTDB id 1111770 HMPREF9425 RS08150 WP 003098114.1 GVMHWGKLLEVGPADEIYHNPIHPYTKSLLSAIPEPDPERERKRQHLIYNSSIEN.DGENRQMYEIRPGHFVYAT 298
NTDB id 479 HSISS4 RS06980 WP 021143812.1 AVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGN 296
NTDB id 296 STER RS06910 WP 011681415.1 AVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGN 296
NTDB id 328 STU RS16110 WP 002951426.1 AVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGN 296
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NTDB id 1111770 HMPREF9425 RS08150 WP 003098114.1 EAEAKNYKEEAKAN 312
NTDB id 479 HSISS4 RS06980 WP 021143812.1 KAEIETYRKEQSK. 309
NTDB id 296 STER RS06910 WP 011681415.1 KTEIETYRKEQSK. 309
NTDB id 328 STU RS16110 WP 002951426.1 KTEIETYRKEQSK. 309
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