
logo MKAI ITFLL I FCVIVVFHEFGHFFFAKRSGI LVREFAIGMGPKI FAHTGKDGTVYTIR I LPLGGYVRMAGWGEDT
NTDB id 1111767 HMPREF9425 RS08075 WP 003098096.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT 75
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT 75
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TE IKTGSPASLTI
LGSKDGKVRR INLSDRQVDQTALPMNVTAYDLEDKLTITGLVLDGETKTYEVDHDATIVEEDGTE

NTDB id 1111767 HMPREF9425 RS08075 WP 003098096.1 TEIKTGSPASLTIGSDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLDETKTYEVDHDATIVEEDGTE 150
NTDB id 291 STER RS01205 WP 011680685.1 TEIKTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTE 150
NTDB id 323 STU RS10650 WP 011225396.1 TEIKTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTE 150
consensus !!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo LR IAPKDVQYQNAS IWGRL ITNFAGPMNNF I LGVLVF I I LAFVQGGVQDTSTNRL IQVADNGGAAQVASGLKNTGDAI EV
NTDB id 1111767 HMPREF9425 RS08075 WP 003098096.1 LRIAPKDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNRIQVADGGAAQVAGLKNGDAIE 225
NTDB id 291 STER RS01205 WP 011680685.1 LRIAPKDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIV 225
NTDB id 323 STU RS10650 WP 011225396.1 LRIAPKDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIV 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!*!!!*!!!!*

logo AINKDKVTDWDSLKESALTRENTQKFSKGDNSLSVTVKRSNGQEETVI SVKPKQKENSQGSYFLGVSPAVLKTGLKDKI FGGF
NTDB id 1111767 HMPREF9425 RS08075 WP 003098096.1 AINKDKVTDWDSLKESLTENTQKFSKGDNLSVTVKRSNGQEETVSVKPKENQGSYFLGVSPALKTGLKDKIFGGF 300
NTDB id 291 STER RS01205 WP 011680685.1 AINKDKVTDWDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGF 300
NTDB id 323 STU RS10650 WP 011225396.1 AINKDKVTDWDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGF 300
consensus !!!!!!!!!!!!!!!*!*!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!***!!!!!!!!!!*!!!!!!!!!!!!!

logo QMAWEGAFTKAI LVAATLKGL ITNFSLNKLGGPVAMFQMSAQASENSGL I S I LNDLMGMLS INLGI FNL IP IPALDGGKIV
NTDB id 1111767 HMPREF9425 RS08075 WP 003098096.1 QMAWEGAFKILVALKGLITNFSLNKLGGPVAMFQMSAQASENGLISILNLMGMLSINLGIFNLIPIPALDGGKIV 375
NTDB id 291 STER RS01205 WP 011680685.1 QMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIV 375
NTDB id 323 STU RS10650 WP 011225396.1 QMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIV 375
consensus !!!!!!!**!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MNI I EA IRRKPLNQE I ESYITLAGVAVMVVLMIAVTWNDIMRAFF
NTDB id 1111767 HMPREF9425 RS08075 WP 003098096.1 MNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 MNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 MNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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