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NTDB id 1111765 HMPREF9425 RS07740 WP 003098001.1 MSIKDSIGLRIKTERECQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDKLSYIAKRLGKSMADLLDHDRIEIP 75
NTDB id 321 STU RS10980 WP 011225448.1 MNIKDSIGLRIKTERERQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDRLSYIAKRLGKSMTELLDQDNITIP 75
NTDB id 48 STER RS01535 WP 011680720.1 MNLKDSIGLRIKTERERQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDRLSYIAKRLGKSMTELLDQDNITIP 75
NTDB id 51 STRSA0001 RS01280 WP 002883753.1 MNIKDSIGLRIKTERELQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDKLSYIAKRLGKSMTDLLDHDNITIP 75
NTDB id 469 HSISS4 RS01285 WP 021143546.1 MNIKDSIGLRIKTERERQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDKLSYIAKRLGKNMTDLLDHDNITIP 75
NTDB id 580 DLJ51 RS00275 WP 109982339.1 MTMKEVLGQRIKEERESKQISQKLLCGNGAALTVRQLQRIEHGQSLPTLEKLEFIARRLDLKTSDLLESVDVQLP 75
NTDB id 579 DLJ51 RS00265 WP 109982338.1 MTIKADLGRRIKAERNRKKISQSSFCGDEEKLTIRQLQRIEHGQSLPTLEKLEFIADRLDIKMSDLLEGRNIQLP 75
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NTDB id 1111765 HMPREF9425 RS07740 WP 003098001.1 DTYYEMKNRLIKFPTYGDKERVKQKLDLIEDVYDQFFDILPEEELLTLDILENILSFISWEERPKVEEIYEDLFE 150
NTDB id 321 STU RS10980 WP 011225448.1 DEYYEMKNRLIKFPTYRNPDRIKSKLTLIEEVYEKFFDILPEEELLTLDILENILSFTSWEESPKVEEIYEDLFE 150
NTDB id 48 STER RS01535 WP 011680720.1 DEYYEMKNRLIKFPTYRNPDRIKSKLTLIEEVYEKFFDILPEEELLTLDILENILSFTSWEESPKVEEIYEDLFE 150
NTDB id 51 STRSA0001 RS01280 WP 002883753.1 DEYYEMKNRLIKFPTYRNPERIKAKLALIEEVYEKFFELLSEEELLTLDILENILSFTSWEESPKVEEIYEDLFE 150
NTDB id 469 HSISS4 RS01285 WP 021143546.1 DEYYEMKNRLIKFPTYRNPERIKAKLALIEEVYEKFFELLPEEELLTLDILENILSFTSWEESPKVEEIYEDLFE 150
NTDB id 580 DLJ51 RS00275 WP 109982339.1 EDYWAMKARIVKFPTYGEKERIQRKLDLINEVLVKYFDRLPEDELLFLDLSENILDRIHDKRIPNIEEIYDDAFE 150
NTDB id 579 DLJ51 RS00265 WP 109982338.1 DDYWEMKARIVKFPTYGDEERIQQKQNLIDEIYDKYFDSLPEDELLFLDLSENILGGIHDKNIPDIEEIYDDAFD 150
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logo QVLKKRKEKRRTKFDTSFTNDYLLYVLIGSYDYFYLFYQFKQHCLRYKNGDERASKDSQYDRYKKTILFDKEKQRI EIVDQKKRLVLQKNQNELI LPSWASTDEDAFLVYNIAEVFLLFAVNATDVLMDAAIAGTAVLYKAI SFLHEDNDSYFGKSND
NTDB id 1111765 HMPREF9425 RS07740 WP 003098001.1 QVKRKKKFSTNDLLVIYYYFYHLYGRKQYDKKIFDRIVDRVLKQNIPTDDAYNIALFNDLMAIAGLKISLESFKD 225
NTDB id 321 STU RS10980 WP 011225448.1 QVKRKRKFSTNDLLVIDYYFFHLYGRKQYDKKLFERIIKRVLNQEIWTDDVYNIVLFNDLMAIAALKIFHNSFSD 225
NTDB id 48 STER RS01535 WP 011680720.1 QVKRKRKFSTNDLLVIDYYFFHLYGRKQYDKKLFERIIKRVLNQEIWTDDVYNIVLFNDLMAIAALKIFHNSFSD 225
NTDB id 51 STRSA0001 RS01280 WP 002883753.1 QVKRKKKFSTNDLLVIDYYFFHLYGRKQYDKKLFERIVKRVLNQEIWTDDVYNIVLFNDLMAIAALKIFHNSFSD 225
NTDB id 469 HSISS4 RS01285 WP 021143546.1 QVKRKRKFSTNDLLVIDYYFFHLYGRKQYDKKLFERIVKRVLNQEIWTDDVYNIVLFNDLMAIAALKIFHNSFSD 225
NTDB id 580 DLJ51 RS00275 WP 109982339.1 QVLKKKTFTFNDYLYLSYFLQKCRNEASYDRKIFKQIEQKLLQQELSSDEFYNIEFLAAVMDAAAVYAFHDDYKD 225
NTDB id 579 DLJ51 RS00265 WP 109982338.1 QVLKKERFDFNDYLYLGYFLQQCRKDSDYDYKTFKKIEQKLLKQELLADDLYNIELLVTVMDAATVYAFHDDYGN 225
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NTDB id 1111765 HMPREF9425 RS07740 WP 003098001.1 FLTVIDKLLAVIEKSQFHSYKPGVYILEAKYELIHNGNKKKAAENYDKAIMFASVLEDSVLEEKTRAEKAADGL. 299
NTDB id 321 STU RS10980 WP 011225448.1 FLTVVDKALAVIEKSQLYSYKPSVFVLKAKYELLHKENKKEAAENYDKAIMFASVLEDSVLEESIKAGKLADGL. 299
NTDB id 48 STER RS01535 WP 011680720.1 FLTVVDKALAVIEKSQLYSYKPSVFVLKAKYELLHKENKKEAAENYDKAIVFASVLEDSVLEESIKAGKLADGL. 299
NTDB id 51 STRSA0001 RS01280 WP 002883753.1 FLTVVDKALAVIEKSQFYSYKPSVFVLKAKYELLHKGNKKEAAENYDKAIMFASVLEDSVLEESIRAGKAADGL. 299
NTDB id 469 HSISS4 RS01285 WP 021143546.1 FLTVVDKALAVIEKSQFYSYKPSVFVLKAKYELLHKGNKKEAAENYNKAIMFASVLEDSVLEESIKAGKAADGL. 299
NTDB id 580 DLJ51 RS00275 WP 109982339.1 IMPLLKKIHWIIEQAQLHTYKAGVLELEAKYYVKIAKDKDRAKKLYQQALKLGEILEDPAIIADIKMEMKNDGIE 300
NTDB id 579 DLJ51 RS00265 WP 109982338.1 IMPLLEKLNRIIDKAQLPTYKVGLLELEAKYYIKVVEDKEKAKELYQRALMLGDILDDPTIIADVKMEMKNDGID 300
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