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MTATAVVFF ILVLSMFTLVVVFLSANTLLLQRERQNVNNTTI SKVVTYI EKDWDSDEELS
NTDB id 1111763 HMPREF9425 RS07580 WP 003097950.1 ....MSKLFGKVTIRKKLTITAAVVFFIVLSMFTLVVVLSANTLLLQRERQNVNNTISKVVTYIEKDWDSDEELS 71
NTDB id 472 HSISS4 RS01435 WP 002883784.1 MSKLQDKLFGKVTIRKKLTMTTAVVFFLVLSMFTLVVVFSANTLLLQRERQNVNTTISKVVTYIEKDWDSDEELS 75
consensus **** !!!!!!!!!!!!!*! !!!!!*!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo PEPSLLASALYSPKNIYAGS IMINGVLSEKHSLDGQVAI
VSNKLYSNQSVFYVYDKKGTF I FTSEEDNTDSPPGMSEVNKLK

NTDB id 1111763 HMPREF9425 RS07580 WP 003097950.1 PESLLSALYSPKNIYGSMINGVLSEKHSLDGQVAVSNKLYSNQSVYVYDKKGTFIFTSEEDTDSPPGMSEVNKLK 146
NTDB id 472 HSISS4 RS01435 WP 002883784.1 PEPLLAALYSPKNIYASIINGVLSEKHSLDGQVAISNKLYSNQSVFVYDKKGTFIFTSEENTDSPPGMSEVNKLK 150
consensus !!*!! !!!!!!!!!*!*!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!

logo SVSYKGKRGFLLQVP IYGKDKKTIVGYAQI
VFHDLEFYYALKERL I FLL I FLEVGI

MTVLVIAAVTVVVLTS I LRPMR
NTDB id 1111763 HMPREF9425 RS07580 WP 003097950.1 SVSYKGKRGFLLQVPIYGKDKKTIVGYAQVFHDLEFYYALKERLIFLLIFLEVGITVLVIAVTVVVLTSILRPMR 221
NTDB id 472 HSISS4 RS01435 WP 002883784.1 SVSYKGKRGFLLQVPIYGKDKKTIVGYAQIFHDLEFYYALKERLIFLLIFLEVGMTVLVIAATVVVLTSILRPMR 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!

logo QLHETMGI
V ITDSPSDLELRSKI ESHDE IGDLAVNFNRMMDKIQENNQMQMRFLSDVSHELRTP IAVIKGHMDLLQ

NTDB id 1111763 HMPREF9425 RS07580 WP 003097950.1 QLHETMGIITDSPSDLELRSKIESHDEIGDLAVNFNRMMDKIQENNQMQMRFLSDVSHELRTPIAVIKGHMDLLQ 296
NTDB id 472 HSISS4 RS01435 WP 002883784.1 QLHETMGVITDSPSDLELRSKIESHDEIGDLAVNFNRMMDKIQENNQMQMRFLSDVSHELRTPIAVIKGHMDLLQ 300
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RWGKNDPE I LEESLEAASHEANRMTIMINDMLDS IRVKGSFDENHRNDTCDLNSS IRTVIGNFRVLHEDYQFYLND
NTDB id 1111763 HMPREF9425 RS07580 WP 003097950.1 RWGKNDPEILEESLEAASHEANRMTIMINDMLDSIRVKGSFDNHRNDTCDLNSSIRTVIGNFRVLHEDYQFYLND 371
NTDB id 472 HSISS4 RS01435 WP 002883784.1 RWGKNDPEILEESLEAASHEANRMTIMINDMLDSIRVKGSFENHRNDTCDLNSSIRTVIGNFRVLHEDYQFYLND 375
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FESSERPAQIYSQHFEQAVITI L IDNAVKYSPVNKE IQVTIKALEDEMLVQVQDNGEGI SKEDI EHI FERFYRSDK
NTDB id 1111763 HMPREF9425 RS07580 WP 003097950.1 FESSERPAQIYSQHFEQVITILIDNAVKYSPVNKEIQVTIKALEDEMLVQVQDNGEGISKEDIEHIFERFYRSDK 446
NTDB id 472 HSISS4 RS01435 WP 002883784.1 FESSERPAQIYSQHFEQAITILIDNAVKYSPVNKEIQVTIKALEDEMLVQVQDNGEGISKEDIEHIFERFYRSDK 450
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARNRTTTQSGVGIGLS I LYQIVEAYRCHR IDVSSELGVGTRFDLYIPFADGGSETTTPQLEDL
NTDB id 1111763 HMPREF9425 RS07580 WP 003097950.1 ARNRTTTQSGVGIGLSILYQIVEAYRCHIDVSSELGVGTRFDLYIPFAGSETTTPQLED 505
NTDB id 472 HSISS4 RS01435 WP 002883784.1 ARNRTTTQSGVGIGLSILYQIVEAYRCRIDVSSELGVGTRFDLYIPFADGETTTPQLEL 509
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!
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