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VQELGSKASHYGVEHLASGPQGFWATVMRFYLFKDENQDGKE I F IKDI EKRLDS I SKSVATSNL IVKRM
NTDB id 1111760 HMPREF9425 RS07085 WP 003097812.1 MHEKDPFSEFREFINTMESRVQELGKAYGVEHLAGPQGFAVRYLFENQDKEIFIKDIEKRLSISKSVASNLVKRM 75
NTDB id 368 SMU RS04250 WP 002263292.1 ..MKEPFSEFKNLITATERYIQELSKSHGVEHLSGPQGWTVMFLKDNQGKEIFIKDIEKRLDISKSVTSNLIKRM 73
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NTDB id 1111760 HMPREF9425 RS07085 WP 003097812.1 EKNGFVELVTSDKDKRYKYVHLTDLGEKKAQDVGYFREAIHEQLLDGISKEDAETAFRVFHQIRMNLEKNKE 147
NTDB id 368 SMU RS04250 WP 002263292.1 EKNGFISVIPSRKDRRYKQIVLTPLGQEKAGKITVFLTDLKKLLLKDISQEDLSVARKVFKQIKQNLEKKE. 144
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