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NTDB id 1111758 HMPREF9425 RS07075 WP 003097807.1 MENKPKTSSYKRLKPYIKGFQIPFVLAIFGAIISAVITVIGPDKLKGITNTITEGITPTKMGTIPGIDLDKVASI 75
NTDB id 370 SMU RS04260 WP 002263294.1 MEN.KKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA.......GKIDLDKIGEI 67
consensus !!!**! ! * !!*!!* *! !!* !*! !!!!!!!*!! *! !*! !* ******** !!!!!** !

logo ALMTLALVLYFVAIGSAI
LVGSYLTAQSF ITVASTLVI

TQKRFSQRFLRNTAIAQDKKINKSVPLKNYFDSHSQGDTLSRVTNDVDLLMGTQSFLNSQGS
NTDB id 1111758 HMPREF9425 RS07075 WP 003097807.1 AMTLAVLYVISAIVGYLQSFTVATVTQRFSQRFRTAIQKKINSVPLNYFDSHSQGDTLSRVTNDVDLLGQSLSQG 150
NTDB id 370 SMU RS04260 WP 002263294.1 ALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQS 142
consensus !*!!!*!! !*! ! !! ! !* !*!!!! ! !! !!! !!! !!!!!!!!!!!!!!!!!!!!* !! !

logo LGVSTLMI
V
A
T
A
S
I
S I LL IVAGAS I FIMMF

I
K
Y
S
TNGVATLMAAFTAIGLSVFLAIGFVLSVATFVIMAGFKSQPLFKKRQQAENLADNI

V
N
SGYI

VEE I
VYSTGHQANVV

NTDB id 1111758 HMPREF9425 RS07075 WP 003097807.1 LGTLITSSILLVAAIIMMFYSNVTMAFTAIGSVLIGFVLVAFIMGFSQPLFKRQQENLANINGYIEEIYTGQAVV 225
NTDB id 370 SMU RS04260 WP 002263294.1 LVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVV 217
consensus ! *** !!!** ! !! *! *! !!! !! !!!! !!* !!!!!!*!! !!! * !!*!!*!*!* !!

logo

S
TSYNAI

S
K
Q
E
QSKSKQAQFEKGNLNDKQLFYAKSMWKQSQFFI SG IMMPLMI

QF IGNFGYVMVC I
LVGAI

T
K
M
A
VIDNGDS ILTI

MGDTI
VVAFMTYVR

NTDB id 1111758 HMPREF9425 RS07075 WP 003097807.1 TSYNASKESSQAFKGLNDKLYKSMWQSQFISGIMMPLMIFIGNFGYVMVCLVGAIKVIDGSLTIGDVVAFMTYVR 300
NTDB id 370 SMU RS04260 WP 002263294.1 SSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVR 292
consensus *!!!! ! ! !!! !* !!! !!! !!!!!!!! !!!!!!!!!!!*!!! ! ! *!*! *!!!!!!!!
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NTDB id 1111758 HMPREF9425 RS07075 WP 003097807.1 IFSQPLSQIAQGITQLQSSIAAIGRIFEFLEEKDMDDESAKTAELTDTKGQVVFDHVSFGYTPEKTIIHDFSALA 375
NTDB id 370 SMU RS04260 WP 002263294.1 IFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHA 367
consensus !!*!!* !!!!!!!!!!! !!*!!*!!!!*! ***!! *! ! !*! !!*! !!!*!*!!!!!!!!!*!
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NTDB id 1111758 HMPREF9425 RS07075 WP 003097807.1 KPGQKIAIVGPTGAGKTTIVNLLMKFYNIDQGRITIDGVNTNDMKRETVHDQFSMVLQDTWLFEGTIRDNLIYNQ 450
NTDB id 370 SMU RS04260 WP 002263294.1 KAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQ 442
consensus !*!!!!!!!!!!!!!!!!!!!!!!*!! *! ! !*!!!!! *!! ! !!! ! !!!!!!!!!!!!***!!!!!!
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NTDB id 1111758 HMPREF9425 RS07075 WP 003097807.1 ENISDEQVIAAAKAVGVHHFITTLPKGYDTYLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEEL 525
NTDB id 370 SMU RS04260 WP 002263294.1 KHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEEL 517
consensus *!*!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo IQKRAMDHKLMEGRTSFVIAHRLSTIRNADNL I LVMKRDGNI I EQGNSHDEQLMAAEENGFYADLYNSQFTEEVA
NTDB id 1111758 HMPREF9425 RS07075 WP 003097807.1 IQKAMDKLMEGRTSFVIAHRLSTIRNANLILVMKDGNIIEQGNHDELMAAEGFYADLYNSQFTEEVA 592
NTDB id 370 SMU RS04260 WP 002263294.1 IQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!*!!!*!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!! !! !!! !!!!!!!!!!!!!!!!
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