
logo MSDNRTHLDEEKYTWDLTTI FATDADWETEYESTVQDLKKAVSAYAGHLLDSAKNLLEGATELYMSLMRRLEKIYVYA
NTDB id 1111757 HMPREF9425 RS06980 WP 003097758.1 MSDNRTHLDEKYTWDLTTIFATDADWETEYESTVQDLKKVSAYAGHLLDSAKNLLEATELYMSLMRRLEKIYVYA 75
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYA 75
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo SMKNDQDTTVGLYQEYQAKASNLYSQLSEGAFAYFEPEFMALDADKKLAEFKEQEPGLGLYDHYFERLLANKDHVLS
NTDB id 1111757 HMPREF9425 RS06980 WP 003097758.1 SMKNDQDTTVGLYQEYQAKASNLYSQLSGAFAYFEPEFMALDAKKLAEFKEQEPGLGLYDHYFERLLANKDHVLS 150
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLS 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QEAEELLAAAGDI FNGPTDTFNVLDNADI LFPWVSDGQGDVI
VELTHGNF ITLMESKDRDIRKGAYEAMYGTYEQF

NTDB id 1111757 HMPREF9425 RS06980 WP 003097758.1 QEAEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVIELTHGNFITLMESKDRDIRKGAYEAMYGTYEQF 225
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QEAEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQF 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QHTYAQTLQGVVKVHNYQAKVRHYNSARHAALAANF IPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMY
NTDB id 1111757 HMPREF9425 RS06980 WP 003097758.1 QHTYAQTLQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMY 300
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QHTYAQTLQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMY 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DVYTPLSETETALTYEESLKKAEEVLAI FGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQ
NTDB id 1111757 HMPREF9425 RS06980 WP 003097758.1 DVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQ 375
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQ 375
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYP I FLAE IASTTNENI LTETLLKEVKDDKTRFAI LNHYLDGFK
NTDB id 1111757 HMPREF9425 RS06980 WP 003097758.1 DTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFK 450
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFK 450
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GTVFRQTQFAEFEHAIHEADASGQI LTADEFMNKI
LYADLNEKYYNLKAEDNYE IQFEWER IPHFYMNYYVYQYATG

NTDB id 1111757 HMPREF9425 RS06980 WP 003097758.1 GTVFRQTQFAEFEHAIHEADASGQILTAEFMNKIYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATG 525
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATG 525
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo FAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEATLVEKGVHL
NTDB id 1111757 HMPREF9425 RS06980 WP 003097758.1 FAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELETLVEKGVHL 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHL 600
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo S
NTDB id 1111757 HMPREF9425 RS06980 WP 003097758.1 S 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 S 601
consensus !

X non conserved

X similar

X ≥ 50% conserved


