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NTDB id 601 KW2 RS02615 WP 021036805.1 IEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVG 486
NTDB id 281 KZH43 RS03550 WP 000882517.1 IEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
NTDB id 245 SPD RS03860 WP 000882517.1 IEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
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NTDB id 241 SP RS04015 WP 000882523.1 IEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
NTDB id 1111754 HMPREF9425 RS06330 WP 003094803.1 IEAIVEQKTNIPVGDLKEKEQSQLLSLADDLKSHVIGQDAAVDKIAKAIRRNRVGLGAPNRPIGSFLFVGPTGVG 491
NTDB id 378 SMU RS02690 WP 002263569.1 IEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 493
NTDB id 85 BSU 00860 NP 387967.1 IAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVG 550
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NTDB id 290 KZH43 RS10025 WP 001109677.1 ILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVG 554
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NTDB id 329 STU RS10020 WP 011225298.1 IMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVG 560
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NTDB id 378 SMU RS02690 WP 002263569.1 KTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPD 568
NTDB id 85 BSU 00860 NP 387967.1 KTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPD 625
NTDB id 610 V4T04 RS10165 WP 012897346.1 KTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPD 634
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NTDB id 297 STER RS00545 WP 011680614.1 KTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPD 635
NTDB id 329 STU RS10020 WP 011225298.1 KTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPD 635
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NTDB id 281 KZH43 RS03550 WP 000882517.1 FMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIED 710
NTDB id 245 SPD RS03860 WP 000882517.1 FMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIED 710
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NTDB id 290 KZH43 RS10025 WP 001109677.1 FINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVED 779
NTDB id 289 SPD RS10700 WP 001109677.1 FINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVED 779
NTDB id 287 SP RS11210 WP 001109712.1 FINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVED 779
NTDB id 377 SMU RS09275 WP 002262344.1 FINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVED 782
NTDB id 297 STER RS00545 WP 011680614.1 FINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVED 785
NTDB id 329 STU RS10020 WP 011225298.1 FINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVED 785
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