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NTDB id 259 KZH43 RS03480 WP 000491790.1 ....MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATE 71
NTDB id 218 SPD RS03780 WP 000491790.1 ....MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATE 71
NTDB id 184 SPR RS03565 WP 000491790.1 ....MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATE 71
NTDB id 148 SP RS03910 WP 000491790.1 ....MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATE 71
NTDB id 1111750 HMPREF9425 RS05525 WP 003097403.1 MLTKCFNYLFMRIKSDGFKSFIHFFATFSGIFLIMTVMILQILSYGVYSNVDSSLKMAATKTNSYLEMEMLKREL 75
NTDB id 363 SMU RS05195 WP 002262215.1 ....MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNP 71
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NTDB id 259 KZH43 RS03480 WP 000491790.1 EI.........................KDLEN......ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFL 115
NTDB id 218 SPD RS03780 WP 000491790.1 EI.........................KDLEN......ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFL 115
NTDB id 184 SPR RS03565 WP 000491790.1 EI.........................KDLEN......ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFL 115
NTDB id 148 SP RS03910 WP 000491790.1 EI.........................KDLEN......ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFL 115
NTDB id 1111750 HMPREF9425 RS05525 WP 003097403.1 FLTSEVNQNNTTTIYQAYDTKSSTAETPDSSGSKKESKKKSKMEDAPHDLSVAANTSVLVLDKNGEVLNVVDKFS 150
NTDB id 363 SMU RS05195 WP 002262215.1 ITEAENG.....................DAS............FKVKSNGQMAANTDTILYDKKHNVINNVNAFS 113
consensus ** *!*** ****************!!*****!!**********!*
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NTDB id 259 KZH43 RS03480 WP 000491790.1 GLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMAS 190
NTDB id 218 SPD RS03780 WP 000491790.1 GLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMAS 190
NTDB id 184 SPR RS03565 WP 000491790.1 GLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMAS 190
NTDB id 148 SP RS03910 WP 000491790.1 GLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMAS 190
NTDB id 1111750 HMPREF9425 RS05525 WP 003097403.1 SLSNLPIDKNNIDVISKGSAQNYFDQTENYRLITEKVD.NNFYPDAKYLVIAINTTQLEEATERYVKLIVIMMSF 224
NTDB id 363 SMU RS05195 WP 002262215.1 SLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVKVN.NDFYPQIKFATIVINTTQLEEANTRYVTIIISVMIV 187
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NTDB id 259 KZH43 RS03480 WP 000491790.1 FWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVR 265
NTDB id 218 SPD RS03780 WP 000491790.1 FWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVR 265
NTDB id 184 SPR RS03565 WP 000491790.1 FWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVR 265
NTDB id 148 SP RS03910 WP 000491790.1 FWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVR 265
NTDB id 1111750 HMPREF9425 RS05525 WP 003097403.1 FWLLSIVASLYLAKWSRRPIQESLEKQKAFVENASHELRTPLAVIQNRLEALFRKPESTILDNSENIASSLDEVR 299
NTDB id 363 SMU RS05195 WP 002262215.1 FWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQNRLESLFRKPEATILDSSESIASSLEEVR 262
consensus !!**!**!!*!!!**!**!**!***!!**!!!!!!!!!!!!!!!*!!!!!*!!!!!!*!!*!*!!*!!!!!*!!!

logo NMRLMFLTATNSLLNLARRDDGIKPE I
L
E
T
A
T
E
I
L
V
D
Q
P
P
S
T
R
SFFDNDTVTFKTNYAEMIAERSESNEGNKRGKVLFHTRAIF IQENKQRVIGNHRQSTIKQVTDKQTLLLKQLMTI LFD

NTDB id 259 KZH43 RS03480 WP 000491790.1 NMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFD 340
NTDB id 218 SPD RS03780 WP 000491790.1 NMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFD 340
NTDB id 184 SPR RS03565 WP 000491790.1 NMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFD 340
NTDB id 148 SP RS03910 WP 000491790.1 NMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFD 340
NTDB id 1111750 HMPREF9425 RS05525 WP 003097403.1 NMRLLTTNLLNLARRDDGIKPEIETLDSSFFDTVFTNYAMIAEESEKGFTAQNQVGRSIQTDKTLLKQLMTILFD 374
NTDB id 363 SMU RS05195 WP 002262215.1 NMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHIINKVNRQIKTDKTLLKQLMTILFD 337
consensus !!!*!!**!!!!!!!!!!!!!!*******!!***!*!!*!!!*!********!***!*!*!!**!!!!!!!!!!!
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VKYTDEDNEDGQEVITWDLFDTLVIKRSTANTDRHSNL IYFILSTLVASDNGPQIG IASDTEDKKKI FDRFYRVDKARTRQKGGFGLGLSLAQKQITVLDSALK

NTDB id 259 KZH43 RS03480 WP 000491790.1 NAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALK 415
NTDB id 218 SPD RS03780 WP 000491790.1 NAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALK 415
NTDB id 184 SPR RS03565 WP 000491790.1 NAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALK 415
NTDB id 148 SP RS03910 WP 000491790.1 NAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALK 415
NTDB id 1111750 HMPREF9425 RS05525 WP 003097403.1 NAIKYTEDDGQVTFTVRTNDRHLYITVADNGPGIADEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAQQIVLALK 449
NTDB id 363 SMU RS05195 WP 002262215.1 NAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQITDSLK 412
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NTDB id 259 KZH43 RS03480 WP 000491790.1 GTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 GTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 GTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 GTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 1111750 HMPREF9425 RS05525 WP 003097403.1 GTIIVKDNQPKGTIFEVKITGV....... 471
NTDB id 363 SMU RS05195 WP 002262215.1 GSIIVKDKKPQGVMFEARLLANK...... 435
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