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NTDB id 1111743 HMPREF9425 RS04190 WP 003097029.1 MAKRKTSLTNKQKRQLVSLLIAILIAVLGYIGTSSKLSPNNPIKQVASLISGKSNNSVKSNGATKGQSTPQEKLA 75
NTDB id 262 KZH43 RS08770 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL..............SQKKQASEAPSQALA 54
NTDB id 221 SPD RS09380 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL..............SQKKQASEAPSQALA 54
NTDB id 187 SPR RS08930 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL..............SQKKQASEAPSQALA 54
NTDB id 152 SP RS09870 WP 001036779.1 .......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL..............SQKKQASEAPSQALA 54
consensus ***!****!**!!***!*****!********!!*!**** *********!***!!

logo ETSVMLTSDSAVKSQLIGKNGSLEWNGASGAYF IVNGNKTNLNDAKVSSQKPYANDNQKVTKTVQGGKQETVPTVANALLSKATRQYKNRQKE
NTDB id 1111743 HMPREF9425 RS04190 WP 003097029.1 ETVMTSSVKSQLGNSLEWNGAGAYIVNGNKTNLNAKVSSQPYANNQVKTVQGQTVPTVANALLSKATRQYKNRQE 150
NTDB id 262 KZH43 RS08770 WP 001036779.1 ESVLTDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKE 129
NTDB id 221 SPD RS09380 WP 001036779.1 ESVLTDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKE 129
NTDB id 187 SPR RS08930 WP 001036779.1 ESVLTDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKE 129
NTDB id 152 SP RS09870 WP 001036779.1 ESVLTDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKE 129
consensus !*!*!**!!!!***!!!!!!*!!*!!!!!!!!!*!!!!!*!!!*!**!!!***!!!!!!!!!!!!!!!!!!!!*!

logo TGNGSTSWTPAPGWHQVHKNLSKGESYSTHAVDRGHLLGYAL IGGLKDGFDASTSNTPEKNIAVQTAWANQANQSAETYSTGQNYY
NTDB id 1111743 HMPREF9425 RS04190 WP 003097029.1 TGNGSTSWTPAGWHQVHNLSGEYSHAVDRGHLLGYALIGGLKGFDASTSNTENIAVQTAWANQANSETSTGQNYY 225
NTDB id 262 KZH43 RS08770 WP 001036779.1 TGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYY 204
NTDB id 221 SPD RS09380 WP 001036779.1 TGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYY 204
NTDB id 187 SPR RS08930 WP 001036779.1 TGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYY 204
NTDB id 152 SP RS09870 WP 001036779.1 TGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYY 204
consensus !!!!!!!!!!*!!!!!*!!*!*!*!!!!!!!!!!!!!!!!!*!!!!!!!!**!!!!!!!!!!!!**!*!!!!!!!

logo ESLKVRKAQLDKQNKRVRYRVTL IYYEAGSNDENDL IVPSGASHQLI EAKSASDGSELEFNVFLVPNVQQKGI
L
T
QLDYYRSTGKEVTVNTQ

NTDB id 1111743 HMPREF9425 RS04190 WP 003097029.1 ESLVRKAQDKNKRVRYRVTLIYEG.DNLIPSGSHLEAKSADGSLEFNVFVPNVQQGITLDYYSGKVTVN. 293
NTDB id 262 KZH43 RS08770 WP 001036779.1 ESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 ESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 ESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 ESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!*!!!!*!*!!!!!!!!!!*!*****!*!!*!**!!!!*!!*!!!!!*!!!!!*!**!!!**!*!!!**
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