
logo MIQVIGKLI FAGRYR I LVQKSQIGRGGMADVYLANKDL I LDNGESEVAI
VKVLRTNYQTDQPVIAVTARFQREARAMAEDLNSDHPNHIVAR

NTDB id 146 SP RS08570 WP 000614538.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVR 75
NTDB id 216 SPD RS08205 WP 000614552.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVR 75
NTDB id 182 SPR RS07820 WP 000614552.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVR 75
NTDB id 257 KZH43 RS07655 WP 220041236.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVR 75
NTDB id 384 SMU RS02325 WP 002263039.1 MIQIGKLFAGRYRILQSIGRGGMADVYLANDLILDNEEVAIKVLRTNYQTDQVAVTRFQREARAMAELNHPNIVA 75
NTDB id 1111740 HMPREF9425 RS02860 WP 003093571.1 MIQVGKLFAGRYRILKSIGRGGMADVYLANDLILDNESVAIKVLRTNYQTDQVAVARFQREARAMAELSHPNIVA 75
NTDB id 467 HSISS4 RS06915 WP 021143821.1 MIQVGKLFAGRYRILKSIGRGGMADVYLANDLILDNEEVAIKVLRTNYQTDQVAVARFQREARAMAELSHPNIVA 75
consensus !!!*!!*!!!!!!!***!!!!!!!!!!!!*!!!!!*!*!!*!!!!!!!!!!**!!*!!!!!!!!!!*!*!!*!!*

logo I RTDIGEEDGQQFYLVAMEYVDAGASLDLKKRFYTIQKDEHAYPLSNAQEDEVAI
VR IMKGEQVI LSLAMTRLAHQTKRGI IVHRDLKPQNVI LLTKPDGRTA

NTDB id 146 SP RS08570 WP 000614538.1 ITDIGEEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTA 150
NTDB id 216 SPD RS08205 WP 000614552.1 ITDIGEEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTA 150
NTDB id 182 SPR RS07820 WP 000614552.1 ITDIGEEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTA 150
NTDB id 257 KZH43 RS07655 WP 220041236.1 ITDIGEEDGQQYLAMEYVAGLDLKRYTKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTA 150
NTDB id 384 SMU RS02325 WP 002263039.1 IRDIGEEDGQQFLAMEYVDGADLKKYIQDHAPLSNAEVIRIMKEVLSAMTLAHQKGIIHRDLKPQNVLLTKDGTA 150
NTDB id 1111740 HMPREF9425 RS02860 WP 003093571.1 IRDIGEEDGQQFLVMEYVDGSDLKRFIQDHAPLSNQDVVRIMGEVLSAMTLAHQKGIIHRDLKPQNVLLTKDGRA 150
NTDB id 467 HSISS4 RS06915 WP 021143821.1 IRDIGEEDGQQFLVMEYVDGSDLKKYIQDHAPLSNQDVVRIMGEVLSAMTLAHQKGIIHRDLKPQNVLLTKDGTA 150
consensus !*!!!!!!!!!*!*!!!!*!*!!!*****!*!!!!****!!!***!*!!*!!!**!!*!!!!!!!!*!!!*!!*!

logo KVTDFGIAVAFAETSLTQTNSMLGSVHYLSPEQARGSKATI
VQSDIYAMGIMI LFFYEMLTGHIPFYDGDSAVTIALQHF

NTDB id 146 SP RS08570 WP 000614538.1 KVTDFGIAVAFAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHF 225
NTDB id 216 SPD RS08205 WP 000614552.1 KVTDFGIAVAFAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHF 225
NTDB id 182 SPR RS07820 WP 000614552.1 KVTDFGIAVAFAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHF 225
NTDB id 257 KZH43 RS07655 WP 220041236.1 KVTDFGIAVAFAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHF 225
NTDB id 384 SMU RS02325 WP 002263039.1 KVTDFGIAVAFAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIMLFEMLTGHIPYDGDSAVTIALQHF 225
NTDB id 1111740 HMPREF9425 RS02860 WP 003093571.1 KVTDFGIAVAFAETSLTQTNSMLGSVHYLSPEQARGSKATIQSDIYAMGIMLFEMLTGHIPFDGDSAVTIALQHF 225
NTDB id 467 HSISS4 RS06915 WP 021143821.1 KVTDFGIAVAFAETSLTQTNSMLGSVHYLSPEQARGSKATIQSDIYAMGIMLFEMLTGHIPYDGDSAVTIALQHF 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!***!!!!!!!!*!!!!!!!!!!!!!

logo QNKPLPS IVLIAENKPRSNSVPQALENVVI IRKATAKRKLETDNRYHNRSTVQLSEML
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NTDB id 146 SP RS08570 WP 000614538.1 QKPLPSVIAENPSVPQALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVS 300
NTDB id 216 SPD RS08205 WP 000614552.1 QNPLPSVIAENSSVPQALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVS 300
NTDB id 182 SPR RS07820 WP 000614552.1 QNPLPSVIAENSSVPQALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVS 300
NTDB id 257 KZH43 RS07655 WP 220041236.1 QNPLPSVIAENSSVPQALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVS 300
NTDB id 384 SMU RS02325 WP 002263039.1 QKPLPSIIAENKNVPQALENVVIKATAKRLTDRYHSTQEMLQDLRTSLQPNRSRERKLVFSDAS..DTKPLPKLE 298
NTDB id 1111740 HMPREF9425 RS02860 WP 003093571.1 QKPLPSILAENRNVPQALENVVIRATAKKLENRYNSTLEMSRDLVTSLHPSHSRDSKVVFDDMM..DTKTLPKVD 298
NTDB id 467 HSISS4 RS06915 WP 021143821.1 QKPLPSILAENRNVPQALENVVIRATAKKLENRYNSTLEMSRDLVTSLHPSHRRDAKVVFDDMT..DTKTLPKVD 298
consensus !*!!!!**!!! *!!!!!!!!*!*!!!!*!**!!*!**!!**!!**!!********!**!******!!!*!!!**
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NTDB id 146 SP RS08570 WP 000614538.1 QSTLTSIPKVQAQTEHK.SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVL.VAASLIWILSRTPATIAIP 373
NTDB id 216 SPD RS08205 WP 000614552.1 QSTLTSIPKVQAQTEHK.SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVL.VAASLIWILSRTPATIAIP 373
NTDB id 182 SPR RS07820 WP 000614552.1 QSTLTSIPKVQAQTEHK.SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVL.VAASLIWILSRTPATIAIP 373
NTDB id 257 KZH43 RS07655 WP 220041236.1 QSTLTSIPKVQAQTEHK.SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVL.VAASLIWILSRTPATIAIP 373
NTDB id 384 SMU RS02325 WP 002263039.1 QAAANSLAAQSLKNKTSNQDKVDHKSKPKTKPQPKPKKKRHFLARFFKIFFILVAIGIAVLTYLVLTKPSTVSVP 373
NTDB id 1111740 HMPREF9425 RS02860 WP 003093571.1 SVPSVGPEKK.VSPKPSEPTPAPSKQPREKASLAK..KKKNPFSTLLKVFLGLVFIGIIIFAYLVFTNPDNVQVP 370
NTDB id 467 HSISS4 RS06915 WP 021143821.1 PVPSASLEKKAVAAEPSEPTPAPSKQPRKKTTPAKKKKKKNFFSTLLKVFLGLVFIGIIIFAYLVFTNPDNVQVP 373
consensus ***************** *******************!!*************!!* ************!*****!
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NTDB id 146 SP RS08570 WP 000614538.1 DVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKS 448
NTDB id 216 SPD RS08205 WP 000614552.1 DVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKS 448
NTDB id 182 SPR RS07820 WP 000614552.1 DVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKS 448
NTDB id 257 KZH43 RS07655 WP 220041236.1 DVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKS 448
NTDB id 384 SMU RS02325 WP 002263039.1 DVSGDKLSTAKMIIRKSGLKVGDVQKIEDDNVGAGKVVRTNPSAGSKKREGSSVDIFVAS.AKGFKMEDYTGQDY 447
NTDB id 1111740 HMPREF9425 RS02860 WP 003093571.1 NVVGQELSTAQTKLESAGFKVGDVNEVENDSVDKGKVIKTDPTAGTTRKEGTSIDVYVSSGSKGFTLKNYKGKNY 445
NTDB id 467 HSISS4 RS06915 WP 021143821.1 NVVGQELSTAQTKIEGAGFKVGEVKEVEDDSVDTGKVIKTDPTAGTTRKEGSSIDVYVSSGSKGFALKDYKGKNY 448
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NTDB id 146 SP RS08570 WP 000614538.1 SDVIAELKEK.KVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ.IVLTVAKKATTIQLGNYIGRNST 521
NTDB id 216 SPD RS08205 WP 000614552.1 SDVIAELKEK.KVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ.IVLTVAKKATTIQLGNYIGRNST 521
NTDB id 182 SPR RS07820 WP 000614552.1 SDVIAELKEK.KVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ.IVLTVAKKATTIQLGNYIGRNST 521
NTDB id 257 KZH43 RS07655 WP 220041236.1 SDVIAELKEK.KVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ.IVLTVAKKATTIQLGNYIGRNST 521
NTDB id 384 SMU RS02325 WP 002263039.1 KDAIDNLTNNYGVSRDSIVLKEVSSDDYSGGTVIGQSPKPGKTYHPSSDKK.ITLKV....VKVTMPNLKNSTYE 517
NTDB id 1111740 HMPREF9425 RS02860 WP 003093571.1 KDAIEDLTSNYGVSEDQIDIQHVEDDDAKEGEILSQSPEKNKSFNPKDSKAKIKFRVAT.PKTITMPDVTGLTVS 519
NTDB id 467 HSISS4 RS06915 WP 021143821.1 KDAIEDLTSNFGVSEDQIDIQHVEDDSAEEGEILSQSPGKNKSFNPKDSKAKIKFRVAT.PKIVTMPDVTGLTVS 522
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NTDB id 146 SP RS08570 WP 000614538.1 EVISELKQKKVPENLIKIEE........EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYI 588
NTDB id 216 SPD RS08205 WP 000614552.1 EVISELKQKKVPENLIKIEE........EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYI 588
NTDB id 182 SPR RS07820 WP 000614552.1 EVISELKQKKVPENLIKIEE........EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYI 588
NTDB id 257 KZH43 RS07655 WP 220041236.1 EVISELKQKKVPENLIKIEE........EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYI 588
NTDB id 384 SMU RS02325 WP 002263039.1 EAVSTLTAMGISSSRIKAYDA..SDYSSEISSPSSSSLVVGQSPYYGNTVSLSSNDDIILYVSTSGGSHSGSSSS 590
NTDB id 1111740 HMPREF9425 RS02860 WP 003093571.1 TAVQTLNRKDISSSSIEYHDYNTGVKLDKSKVPSNT.EVLYQDPQ....VGTAVDGTVILYVSVVTESSSIQQSS 589
NTDB id 467 HSISS4 RS06915 WP 021143821.1 TAVQTLNRKNISSSSIEYHDYNTGAKLDKAKIPSST.EILYQDPQ....AGTSVDGTVILYVSVATASSSLQSSS 592
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NTDB id 146 SP RS08570 WP 000614538.1 GSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSAEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP 659
NTDB id 216 SPD RS08205 WP 000614552.1 GSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSVEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP 659
NTDB id 182 SPR RS07820 WP 000614552.1 GSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSVEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP 659
NTDB id 257 KZH43 RS07655 WP 220041236.1 GSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSVEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP 659
NTDB id 384 SMU RS02325 WP 002263039.1 ESSNS.........EGTTS.....SEASTDSSSSA.........TTTSH...................... 616
NTDB id 1111740 HMPREF9425 RS02860 WP 003093571.1 SASTT.........HSSSS.....TSSSSESTASST....ETA.TEATHTEQ................... 622
NTDB id 467 HSISS4 RS06915 WP 021143821.1 SSTT..........H.SSS.....TSSSTDSTTSST....ETS.TEATHTELQ.................. 624
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