
logo MPKEKLVEVKNDVE I SFGEGRSKKFVAVHNANFF INKGETFSLVGESGSGKTTIGRAI IGLNDTSNGE I I FDGKKING
NTDB id 328 STU RS16110 WP 002951426.1 MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKING 75
NTDB id 296 STER RS06910 WP 011681415.1 MPEKLVEVKNVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKING 75
NTDB id 1111739 HMPREF9425 RS02795 WP 003096596.1 MPKKLVEVKDVEISFGEGSKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKING 75
NTDB id 479 HSISS4 RS06980 WP 021143812.1 MPEKLVEVKDVEISFGEGSKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKING 75
consensus !!*!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

H
YLSNHSEKNDL IRR IQMI FQDPAASLNERATVDYI LSEGLHYNFHLYKDEEDERKAKIKKE I IKEVGLLEEHLTRYPHE

NTDB id 328 STU RS16110 WP 002951426.1 YLSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHE 150
NTDB id 296 STER RS06910 WP 011681415.1 YLSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHE 150
NTDB id 1111739 HMPREF9425 RS02795 WP 003096596.1 HLSNSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLHNFHLYKDEEDRKAKIKEIIKEVGLLEEHLTRYPHE 150
NTDB id 479 HSISS4 RS06980 WP 021143812.1 HLSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLHNFHLYKDEEDRKAKIKKIIKEVGLLEEHLTRYPHE 150
consensus *!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!

logo FSGGQRQRIG IARSLVMQPDLVIADEP I SALDVSVRAQVLNLLKKFQKELGLTYLF IAHDLSVVRF I SDR IAVIY
NTDB id 328 STU RS16110 WP 002951426.1 FSGGQRQRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIY 225
NTDB id 296 STER RS06910 WP 011681415.1 FSGGQRQRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIY 225
NTDB id 1111739 HMPREF9425 RS02795 WP 003096596.1 FSGGQRQRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIY 225
NTDB id 479 HSISS4 RS06980 WP 021143812.1 FSGGQRQRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIY 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KGTIVEVAETEELYNNP IHPYTKSLLSAVP IPDP I LERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKAKTE I
NTDB id 328 STU RS16110 WP 002951426.1 KGTIVEVAETEELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEI 300
NTDB id 296 STER RS06910 WP 011681415.1 KGTIVEVAETEELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEI 300
NTDB id 1111739 HMPREF9425 RS02795 WP 003096596.1 KGTIVEVAETEELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKKEI 300
NTDB id 479 HSISS4 RS06980 WP 021143812.1 KGTIVEVAETEELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKAEI 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo ETYRKEQSK
NTDB id 328 STU RS16110 WP 002951426.1 ETYRKEQSK 309
NTDB id 296 STER RS06910 WP 011681415.1 ETYRKEQSK 309
NTDB id 1111739 HMPREF9425 RS02795 WP 003096596.1 ETYRKEQSK 309
NTDB id 479 HSISS4 RS06980 WP 021143812.1 ETYRKEQSK 309
consensus !!!!!!!!!
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