
logo MAS IDKSKFQFVKRDDFASETIDAPASYSYWKSVMRQFFKKKSTTVVMLGI L IATIVI LMSF IYPMFSKFDFNDVSKVN
NTDB id 326 STU RS16120 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVN 75
NTDB id 294 STER RS06920 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVN 75
NTDB id 1111737 HMPREF9425 RS02785 WP 003094850.1 MASIDKSKFQFVKRDDFASETIDAPAYSYWKSVMRQFFKKKSTVVMLGILIAIVLMSFIYPMFSKFDFNDVSKVN 75
NTDB id 477 HSISS4 RS06990 WP 021143810.1 MASIDKSKFQFVKRDDFASETIDAPAYSYWKSVMRQFFKKKSTTVMLGILIAIILMSFIYPMFSKFDFNDVSKVN 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!*!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!

logo DFSVLRYVHPNAQYWFGTDGSNGKSLFDSVWFGARNS I L IAV IATF ILNVVI IGL IVLVGAVWGI SKTFDMIMME IYNI I S
NTDB id 326 STU RS16120 WP 002946409.1 DFSLRYVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIIS 150
NTDB id 294 STER RS06920 WP 002946409.1 DFSLRYVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIIS 150
NTDB id 1111737 HMPREF9425 RS02785 WP 003094850.1 DFSLRYVHPNAQYWFGTDSNGKSLFDSVWFGARNSILIAVIATFLNVIIGLIVGAVWGISKTFDMIMMEIYNIIS 150
NTDB id 477 HSISS4 RS06990 WP 021143810.1 DFSVRYVHPNAQYWFGTDSNGKSLFDSVWFGARNSILIAVIATFINVVIGLVVGAVWGISKTFDMIMMEIYNIIS 150
consensus !!!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo NIPADSLLVVIVLTYSLGSAGFWNMI FAMTVTGWIG IAYTIR IQIMRYRDLEYNLASRNTLGTPTAKIV I
VKNIMPQLVS

NTDB id 326 STU RS16120 WP 002946409.1 NIPSLLVVIVLTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVS 225
NTDB id 294 STER RS06920 WP 002946409.1 NIPSLLVVIVLTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVS 225
NTDB id 1111737 HMPREF9425 RS02785 WP 003094850.1 NIPDLLVVIVLTYSLGSGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRTLGTPTAKIVVKNIMPQLVS 225
NTDB id 477 HSISS4 RS06990 WP 021143810.1 NIPALLVVIVLTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRTLGTPTAKIVVKNIMPQLVS 225
consensus !!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!!!!!!

logo VIVTMASQLLPGF I SYEAFLSYFGLGLPVTTPSLGRL I SDYAQNVTVNAYLFWIPLTTL I LVSLALF IVGQNLAD
NTDB id 326 STU RS16120 WP 002946409.1 VIVTMASQLLPGFISYEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLAD 300
NTDB id 294 STER RS06920 WP 002946409.1 VIVTMASQLLPGFISYEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLAD 300
NTDB id 1111737 HMPREF9425 RS02785 WP 003094850.1 VIVTMASQLLPGFISYEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLAD 300
NTDB id 477 HSISS4 RS06990 WP 021143810.1 VIVTMASQLLPGFISYEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLAD 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ASDPRTHR
NTDB id 326 STU RS16120 WP 002946409.1 ASDPRTHR 308
NTDB id 294 STER RS06920 WP 002946409.1 ASDPRTHR 308
NTDB id 1111737 HMPREF9425 RS02785 WP 003094850.1 ASDPRTHR 308
NTDB id 477 HSISS4 RS06990 WP 021143810.1 ASDPRTHR 308
consensus !!!!!!!!
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