
logo MKKYI LLRTLRSLLS I FVVTALTYTI IYTMVPRRL I FRQDPNYNKIAKTADSKANYENTI FYERLMGYIDYYDTKEL
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKEL 75
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKEL 75
NTDB id 1111736 HMPREF9425 RS02780 WP 003096591.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIFERMGYIDYYDTKEL 75
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKEL 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!

logo QEKASTSLDKLSVTTKPTKAENKAVIYQKYVDSLGHRGWRLHQFKQSKQFYATRDVPVLERVFEGFYTHLFEFDNTGWVKD
NTDB id 325 STU RS16125 WP 002946410.1 QEKASSLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKD 150
NTDB id 293 STER RS06925 WP 011681416.1 QEKASSLDKSVTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKD 150
NTDB id 1111736 HMPREF9425 RS02780 WP 003096591.1 QEKASTLDKLVTTKPTKANKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFEFYTHLFEFDNTGWVKD 150
NTDB id 476 HSISS4 RS06995 WP 013990225.1 QEKASSLDKSVTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKD 150
consensus !!!!!*!!!*!!!!!!!*!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo KTNPNLKRYIR I ENDPAIGWSVVGSGTKHKYLLYFNGSQFPFVHQNFVKMNLGTSYPTYAGEQGVLDVITQGQGQTKQ
NTDB id 325 STU RS16125 WP 002946410.1 KTNPNLKRYIRIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTK 225
NTDB id 293 STER RS06925 WP 011681416.1 KTNPNLKRYIRIENDPAIGWSVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTK 225
NTDB id 1111736 HMPREF9425 RS02780 WP 003096591.1 KTNPNLKRYIRIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQ 225
NTDB id 476 HSISS4 RS06995 WP 013990225.1 KTNPNLKRYIRIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQ 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo SSEVVNFPTGKKVI SSVDIYSRTYKSPSQADARDRSYYGDNDPYTATKSRYQYPSMVTSSAIAGL IGLVLSYALAIPL
NTDB id 325 STU RS16125 WP 002946410.1 SSVVNFPTGKKISSVDIYSRTYKSPSQADARDRSYYGNDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPL 300
NTDB id 293 STER RS06925 WP 011681416.1 SSVVNFPTGKKISSVDIYSRTYKSPSQADARDRSYYGNDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPL 300
NTDB id 1111736 HMPREF9425 RS02780 WP 003096591.1 SSEVNFPTGKKISSVDIYSRTYKSPSQADARDRSYYGDDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPL 300
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SSEVNFPTGKKVSSVDIYSRTYKSPSQADARDRSYYGDDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPL 300
consensus !! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GSYMALRFKNTI
LFDSVSTGI

VLTFLLSLPTIALVYI IRL IGSE IGLPDSFP I LGAGDWRSYVLPSVI LGLLSTPGLA
NTDB id 325 STU RS16125 WP 002946410.1 GSYMALFKNTIFDSVSTGVLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLA 375
NTDB id 293 STER RS06925 WP 011681416.1 GSYMALFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLA 375
NTDB id 1111736 HMPREF9425 RS02780 WP 003096591.1 GSYMARFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLA 375
NTDB id 476 HSISS4 RS06995 WP 013990225.1 GSYMARFKNTLFDSVSTGILTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLA 375
consensus !!!!! !!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IW IRRYMIDLQSQDFVRFARAKGLSEQE I SNRKHI FLKNSAMVSLVSGIPAS IVSGVITGATLTETI FAYPGMGKML ID
NTDB id 325 STU RS16125 WP 002946410.1 IWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLID 450
NTDB id 293 STER RS06925 WP 011681416.1 IWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLID 450
NTDB id 1111736 HMPREF9425 RS02780 WP 003096591.1 IWIRRYMIDLQSQDFVRFARAKGLSEQEISNRHIFKNSMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLID 450
NTDB id 476 HSISS4 RS06995 WP 013990225.1 IWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHIFKNAMVSLVSGIPASIVSVITGATLTETIFAYPGMGKMLID 450
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!



logo SVRASNNAMVVGLVF I FTALSTI FSLLVGDI LMTMI IDPR IKLTSKGGK
NTDB id 325 STU RS16125 WP 002946410.1 SVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK 497
NTDB id 293 STER RS06925 WP 011681416.1 SVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK 497
NTDB id 1111736 HMPREF9425 RS02780 WP 003096591.1 SVRASNNAMVVGLVFIFTALTIFSLLVGDILMTIIDPRIKLTSKGGK 497
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SVRASNNAMVVGLVFIFTALTIFSLLVGDILMTMIDPRIKLTSKGGK 497
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!
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