
logo MAEKLFKERSRKRFTNTARCAKYSRYVFNDHF I LVLLFLLGFVLVQYSQLLKRHFPKNPWAI I LGLLVLCLLLPFWGNIA
NTDB id 482 STER RS07725 WP 011681529.1 MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIA 75
NTDB id 1111733 HMPREF9425 RS02005 WP 371748832.1 MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIA 75
NTDB id 474 HSISS4 RS07765 WP 418080400.1 MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIA 75
consensus !!*!!!!!!*!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TYLEPADKHYLLVKEEEVLDHI
VKKATGRAFRFWVLI IVQSTL I F I LVVIPLFLALGLPVWGVVI L IVAVAMAI LKCYF I FQK

NTDB id 482 STER RS07725 WP 011681529.1 TYLEPADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQK 150
NTDB id 1111733 HMPREF9425 RS02005 WP 371748832.1 TYLEPADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQSLIFILVIPLFLALGLPVWGVILVAVAMAILKYFIFQK 150
NTDB id 474 HSISS4 RS07765 WP 418080400.1 TYLEPADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQK 150
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!**!*!!!!!!*!!!!!!!!!!!!!*!*!!!!!!!!*!!!!!

logo KAQPFYKQSGLNWTDEKAIAGAENKRQQS I LKFFSLFTNVKGITSSVKRRGAYLDGI LKRTKKDKKEYHTWYNLYLRAFLR
NTDB id 482 STER RS07725 WP 011681529.1 KAQPFYKQSGLNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLR 225
NTDB id 1111733 HMPREF9425 RS02005 WP 371748832.1 KAQPFYKQSGLNWTEAIAAENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLR 225
NTDB id 474 HSISS4 RS07765 WP 418080400.1 KAQPFYKQSGLNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLR 225
consensus !!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!**!!!!!!!!!!!!

logo SGDYVFALSLRLFALTLLVI FLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPI
VGKDMQVSNLKRL INST

NTDB id 482 STER RS07725 WP 011681529.1 SGDYVALSLRLFALTLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLIN 300
NTDB id 1111733 HMPREF9425 RS02005 WP 371748832.1 SGDYFALSLRLFALTLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLIS 300
NTDB id 474 HSISS4 RS07765 WP 418080400.1 SGDYFALSLRLFALTLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLIT 300
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*

logo QIVLGVLMTL IVQALICLFDLKFSL I L IVG I
M
VMLVLSLVYLPAKLKKMID

NTDB id 482 STER RS07725 WP 011681529.1 QIVLVMTLIQALCLFDLKFSLILIGVMLVLSLVYLPAKLKKMID 344
NTDB id 1111733 HMPREF9425 RS02005 WP 371748832.1 QIVLGMTLVQAICLFDLKFSLILVGMMLVLSLVYLPAKLKKMID 344
NTDB id 474 HSISS4 RS07765 WP 418080400.1 QIVLVLTLVQAICLFDLKFSLILVGIMLVLSLVYLPAKLKKMID 344
consensus !!!!**!!*!!*!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!
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