
logo MLKLEKVTGGYANIPVLKDVTFEVADGELVGL IGLNGAGKSTTINE I IGLLTPYGGQIA IDEGLTIQQDPASYRQK
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQK 75
NTDB id 1111732 HMPREF9425 RS02000 WP 003096306.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDELTIQQDPASYRQK 75
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQK 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo IGY IPETPSLYEELTLREHLETVLMAYGLDVTEGMVARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMI ICAF IVGN
NTDB id 481 STER RS07730 WP 002951673.1 IGYIPETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVN 150
NTDB id 1111732 HMPREF9425 RS02000 WP 003096306.1 IGYIPETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVG 150
NTDB id 473 HSISS4 RS07770 WP 021143710.1 IGYIPETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVN 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo PSLLF IVDEPFLGLDPLAI SDL I ELLAEEKANKGKSAI LMSTHVLDSAEKMCDRFVI LHHGQI
VLAQGTI

L
D
EELRQTFGND

NTDB id 481 STER RS07730 WP 002951673.1 PSLFIVDEPFLGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGD 225
NTDB id 1111732 HMPREF9425 RS02000 WP 003096306.1 PSLLIVDEPFLGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGN 225
NTDB id 473 HSISS4 RS07770 WP 021143710.1 PSLFIVDEPFLGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGD 225
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!**!!!!!!!*

logo

S
DSASLNDIYMQLTKGELS

NTDB id 481 STER RS07730 WP 002951673.1 SSASLNDIYMQLTKGELS 243
NTDB id 1111732 HMPREF9425 RS02000 WP 003096306.1 DSASLNDIYMQLTKGELS 243
NTDB id 473 HSISS4 RS07770 WP 021143710.1 DSASLNDIYMQLTKGELS 243
consensus *!!!!!!!!!!!!!!!!!
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