
logo MKKSKVWFLLALVAAGVGALLGSVGAVLTAACSSSKSKSNTSGKTTYNGYVYGNSGSDPAESTLDYVI STTSNKTKGNPMTTKSTAVVSTNGVDGLFMENADQKYGNL
NTDB id 1111727 HMPREF9425 RS00890 WP 003092023.1 MKKSKVFLLVAVGLLSVGVLTACSSSSKTSGKTYNYVYGGDPATLDYVSTNKKNMTTAVSNGVDGLFENDQYGNL 75
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNL 75
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNL 75
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNL 75
consensus !!!!!***!**!*!! !!*!*!!!!*!*!!!*!!*!!!**!!**!!!***!****** !*!!!!!!*!*!*!!!!

logo

K
VPSVAENDWSVSKQDGLTYTYKIRKGI

VKWYTSDEGEEYADNVTAKDFVTGLKHAADGTSNKSAEGAGLIYLLVQNDSVIKAGLNSDYLSGAT
NTDB id 1111727 HMPREF9425 RS00890 WP 003092023.1 KPSVAENWSVSQDGLTYTYKIRKGVKWYTSDGEEYANVTAKDFVTGLKHAADTNSEAIYLLQNSVKGLNDYLSGA 150
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VPSVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGA 150
NTDB id 324 STU RS16140 WP 011226306.1 VPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGT 150
NTDB id 292 STER RS06940 WP 011681419.1 VPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGT 150
consensus *!!!!!*!!!! !!!!!!!!!!!!*!!!!!*!!!!!*!!!!!!!!!!!!!!!******!!*!*!**!!*!!!!!

logo NKDFSNVGI
VKAVIDEDYTLQYTLSKKQPEPYWNSKLTTYGSVLTLSWFPVNAEGDFLKSNKGKDFGKSTDPTS I LYNGPYFLLKASLTTAK

NTDB id 1111727 HMPREF9425 RS00890 WP 003092023.1 NKDFSNVGIKAVDDYTLQYTLSQPEPYWNSKLTYSVTWPVNAGFLKSKGKDFGKSTDPTSILYNGPYLLKALTTK 225
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NKDFSNVGVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAK 225
NTDB id 324 STU RS16140 WP 011226306.1 NKDFSNVGVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAK 225
NTDB id 292 STER RS06940 WP 011681419.1 NKDFSNVGVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAK 225
consensus !!!!!!!!*!!*!*!!!!!!!**!!!!!!!!*!!****!!!**!!!*!!!!!!!!!!!!!!!!!!!*!!!*!!*!

logo SS I EFLTVKNEHNYWDKDKNVYHFDNAIKFLTSYDYDGSDQDESALEVRKGFTDGVAYSTNFLARLVYFPNTSSNYASKSVSEKKYKDNI FYTYTQAPAGAS
NTDB id 1111727 HMPREF9425 RS00890 WP 003092023.1 SSIEFTKNENYWDKDNVYFDNIKLTYDDGSDQESLERKFTDGVYTLARLFPNSSNYSKVSKKYKDNIYTTQPAAS 300
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SSIELTKNENYWDKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGAS 300
NTDB id 324 STU RS16140 WP 011226306.1 SSIELVKNEHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGAS 300
NTDB id 292 STER RS06940 WP 011681419.1 SSIELVKNEHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGAS 300
consensus !!!!* !!!*!!!!*!!*!!*!! *!*!!!!!**! !*!!!!*!* !!**!*!!!! *!*!!!!!!!**!*!*!!
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IGVINLIDRQTSYNKFNYSTSAKEKNTDAQSQEKTSSTKAKALLNKDFRQASLIGNFAIDRKTNAYAQASQLMINGKEDSGAANTTLGALVRNI

LFVKPPSDFVQSA
NTDB id 1111727 HMPREF9425 RS00890 WP 003092023.1 VEGVGINIDRQTYNNTSKENDQQKSSTKAALLNKDFRQSLGFAIDRTNYAAQLNGKESANTAVRNIFVKPDFVQA 375
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSA 375
NTDB id 324 STU RS16140 WP 011226306.1 TSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSA 375
NTDB id 292 STER RS06940 WP 011681419.1 TSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSA 375
consensus ****!*!*!!!*!****!**!**!*!!!*!!!!!!!!! **!!!!! *!**!*!!!**!****!!*!!**!!!*!

logo

D
G
G
DKDTFGTDMLVMTDEQKLMPSASYGDEWSGVNFLTADGSQDGLYNPAEKAKATEFAKAKDETALQAEDGVQFP IHLDVLPVDNQTSSKI

L
F
NVNAQAV

NTDB id 1111727 HMPREF9425 RS00890 WP 003092023.1 DGKDFGTMVMDQLPAYGDEWSGVNLADSQDGLYNPEKAKAEFAKAKEALQAEGVQFPIHLDVPVNQTSKIFVNQV 450
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GDKTFGDLVTEKMSSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQA 450
NTDB id 324 STU RS16140 WP 011226306.1 GDKTFGDLVTEKMSSYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQA 450
NTDB id 292 STER RS06940 WP 011681419.1 GDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQV 450
consensus **!*!!**!******!!!!!!!!! *!*!!!!!!*!!!!*!!!!!!**!!!*!!!!!!!!!*!! !*!!**!*!



logo QSLKQSTI EAQKTSLGKSDENVVIDVIHNQLSASDDFILQYENI
V
ATYLYNASANAAAEDWDLI SVNGSVGIAWEGAPDYLQDPSTYLDVI LFKTTSSENTKSTA

NTDB id 1111727 HMPREF9425 RS00890 WP 003092023.1 QSLKQSIEATLGKENVVIDIHQLSADDFYNITYYASNAAAEDWDLSVGVAWEPDYLDPSTYLDVLKTTSSENTKS 525
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKT 525
NTDB id 324 STU RS16140 WP 011226306.1 QSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKA 525
NTDB id 292 STER RS06940 WP 011681419.1 QSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKA 525
consensus !!!!!*!!**!!**!!!!!**!!!*!!**!*!**!*!!!!!!!!*!* !*!*!!!*!!!!!!!**!!!!!!!!!*

logo FMGYDNDPNSNQAAVAEAKQVGLKEDYDQALVLDENDSASAKSETSTDLTNARVRYEDKRYAKQAQAWLTEDSASLYVLIPTLTAVYGSNGAATPAVVI SR I
L
Q
TPFSTG

NTDB id 1111727 HMPREF9425 RS00890 WP 003092023.1 FMGYDNPNSQAVEKVGLKEYDQLVEDASKETTDLTRRYEKYAKAQAWLTDSALYLPTTAYSGAATVVSRIQPFSG 600
NTDB id 475 HSISS4 RS07005 WP 021143809.1 FMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTG 600
NTDB id 324 STU RS16140 WP 011226306.1 FMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTG 600
NTDB id 292 STER RS06940 WP 011681419.1 FMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTG 600
consensus !!!!!*!!**!***!!!!*!!*!***!**!!*!!**!!**!!*!!!!!*!!*!**!*!***!!!***!!**!!*!

logo AYSAMLQAVGDKGNSSSTNYDYFIKYI
VKSPQDEDKI

VVTKKQEYDESQASYRKEDKWLKEKAKAKESNDEKAQKDLAEKHVK
NTDB id 1111727 HMPREF9425 RS00890 WP 003092023.1 AYAQAGDKGS.TYYFKYIKSQDDIVTKKQYDSAYKDWLKEKAKSNDKAQKDLAKHVK 656
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 ASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 ASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
consensus !**!*!!!*!***! !!*!*!***!!!!*!******!!!!!**!!*!!!!!!*!!!!
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