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NTDB id 587 KW2 RS10850 WP 042211510.1 .....................MQTDILRLLRPKGKKLALIKQAKLIQLMGNLLNNGFNLGEVINFLALSKLVEKE 54
NTDB id 1111719 HMPREF9425 RS00680 WP 155809878.1 MPVKISKAIRQPAGTNSWKAWLNKDISLKGISKGKKLKINQQVKVIQLFKQLLKAGFTLTEIVAFLERSHLLKES 75
NTDB id 395 FSA28 RS09400 WP 257638827.1 ..................MTFLQQDISLKEKHKQKKLKIKKQRKVIQLFNNLFTSGFNLTEIIDFLERSHLLAEI 57
NTDB id 386 SMU RS09030 WP 255262721.1 ..................MTFLQQDISLKEKHKQKKLKIKKQRKVIQLFNNLFTSGFNLTEIIDFLERSHLLAEI 57
NTDB id 430 SGO RS09415 WP 012130941.1 .................MISFLQQDISILSKQKQKKLGTSKQKQVIELFNNLFSSGFHLAETVDFLGRSALLEKN 58
NTDB id 271 KZH43 RS09260 WP 074196785.1 .......................MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQ 52
NTDB id 230 SPD RS09890 WP 074196785.1 .......................MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQ 52
NTDB id 196 SPR RS09425 WP 074196785.1 .......................MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQ 52
NTDB id 161 SP RS10375 WP 074196785.1 .......................MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQ 52
NTDB id 529 SMSK321 RS09235 WP 080550783.1 .......................MDISQVFRLKRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQ 52
NTDB id 501 SM12261 RS00950 WP 004238896.1 .......................MDISQVFRLKRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQ 52
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NTDB id 587 KW2 RS10850 WP 042211510.1 FVFKMHQGLSSGKSLSEILESLSFSKNVVTQLALVEVHGNLVGTMQLVELHLKKQLKVKKKLIEVATYPVVLLVF 129
NTDB id 1111719 HMPREF9425 RS00680 WP 155809878.1 SLSLMKASLMRGDRLDQMFASVGFSDNIVTQIALADKHGNLLGSLTKIETYMLRMTKVRKKLMEVATYPILLLGF 150
NTDB id 395 FSA28 RS09400 WP 257638827.1 YTKKMRQGLLNGLHLAEIMSSLGFSDDVVTQLALSEVHGNTQKSLLKIESYLNNLILVKKKLVEVITYPIILLIF 132
NTDB id 386 SMU RS09030 WP 255262721.1 YTKKMRQGLLNGLHLAEIMSSLGFSDDVVTQLALSEVHGNTQKSLLKIESYLNNLILVKKKLVEVITYPIILLIF 132
NTDB id 430 SGO RS09415 WP 012130941.1 YVQQMRQGLANGQAFSEIMASLGFSDAVVTQLSLAELHGNLSLALLKIEEYLDNLAKVKKKLIEVATYPMMLLGF 133
NTDB id 271 KZH43 RS09260 WP 074196785.1 CVTQMRVGLSQGKSFSEMMESLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGF 127
NTDB id 230 SPD RS09890 WP 074196785.1 CVTQMRVGLSQGKSFSEMMESLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGF 127
NTDB id 196 SPR RS09425 WP 074196785.1 CVTQMRVGLSQGKSFSEMMESLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGF 127
NTDB id 161 SP RS10375 WP 074196785.1 CVTQMRVGLSQGKSFSEMMESLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGF 127
NTDB id 529 SMSK321 RS09235 WP 080550783.1 CVTQMRTDLSQGKSFSEMMESLGFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGF 127
NTDB id 501 SM12261 RS00950 WP 004238896.1 CVTQMRAGLSQGKSFSEMMESLGFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGF 127
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NTDB id 587 KW2 RS10850 WP 042211510.1 LIGIMWGLKNYLLPQLDKG...NNFATLLINHLPLVFFSVGALIVLLTSLSIIIFKHISALTNFTFLVKVPLVSS 201
NTDB id 1111719 HMPREF9425 RS00680 WP 155809878.1 LILIMLGLKNYLLPQLLEGDGKENWAIQLVQIFPQLFFVTLCGLLVLSLILYLWVKRQPALVFYRRMAKIPFIGQ 225
NTDB id 395 FSA28 RS09400 WP 257638827.1 LVVIMLGLKNYLLPQLEK....GNFATRLISNFPILFLLGCCFFILLVGIFTFFSRKISRLHLIGFCSHLPFVGK 203
NTDB id 386 SMU RS09030 WP 255262721.1 LVVIMLGLKNYLLPQLER....GNFATRLISNFPILFLLGCCFFILLVGIFTFFSRKISRLHLIGFCSHLPFAGK 203
NTDB id 430 SGO RS09415 WP 012130941.1 LVLIMIGLRNYLLPQLSS....QNFATQLIGHLPTIFLLTVLMLLGLTGAIYLVFKGQKRIPVYSFLARLPFVGS 204
NTDB id 271 KZH43 RS09260 WP 074196785.1 LLLIMLGLRNYLLPQLDS....SNIATQIIGNLPQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGI 198
NTDB id 230 SPD RS09890 WP 074196785.1 LLLIMLGLRNYLLPQLDS....SNIATQIIGNLPQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGI 198
NTDB id 196 SPR RS09425 WP 074196785.1 LLLIMLGLRNYLLPQLDS....SNIATQIIGNLPQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGI 198
NTDB id 161 SP RS10375 WP 074196785.1 LLLIMLGLRNYLLPQLDS....SNIATQIIGNLPQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGI 198
NTDB id 529 SMSK321 RS09235 WP 080550783.1 LLSIMLGLRNYLLPQLDS....SNIATQIIGNLPQIFLGMVGLVSLLTLLALTFYKRSSKMRVFSILARIPFLGI 198
NTDB id 501 SM12261 RS00950 WP 004238896.1 LLLIMLGLRNYLLPQLDS....SNIATQIIGNLPQIFLGMVGFVSVGVLLALTFYKRGSKMRVFSILARIPFLGI 198
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NTDB id 587 KW2 RS10850 WP 042211510.1 FIRLYLTAYFSREWGNLIAQGVELRQIIELMKKQKSRIFAEVGIKLDLGLKAGQNFEQAVSHFSIFLPELSLMIE 276
NTDB id 1111719 HMPREF9425 RS00680 WP 155809878.1 TVRLYTTAYYAREWGNLLGQGIDLLDLVSLMQEQKSKLFRELGADLEEALMLGQSFPDRIASHPFFTKELSLIIA 300
NTDB id 395 FSA28 RS09400 WP 257638827.1 YLQLYLTAYYAREWGNLIGQGVEMAQIVRLMQDQKSQLFREIGYDMEKALLSGQEFHQKVLDYPFFLKELSLMIE 278
NTDB id 386 SMU RS09030 WP 255262721.1 YLQLYLTAYYAREWGNLIGQGVEMAQIVRLMQDQKSQLFREIGYDMEKALLSGQEFHQKVLDYPFFLKELSLMIE 278
NTDB id 430 SGO RS09415 WP 012130941.1 FVRIYLTAYYAREWGNMIGQGLELSQIFQIMQEQRSVLFQEIGQDLGQALQNGQEFSDKIASYPFFKKELSLIIE 279
NTDB id 271 KZH43 RS09260 WP 074196785.1 FVQTYLTAYYAREWGNMISQGMELTQIFQMMQEQGSQLFKEVGQDLAQTLKNGREFSQTIGTYPFFRKELSLIIE 273
NTDB id 230 SPD RS09890 WP 074196785.1 FVQTYLTAYYAREWGNMISQGMELTQIFQMMQEQGSQLFKEVGQDLAQTLKNGREFSQTIGTYPFFRKELSLIIE 273
NTDB id 196 SPR RS09425 WP 074196785.1 FVQTYLTAYYAREWGNMISQGMELTQIFQMMQEQGSQLFKEVGQDLAQTLKNGREFSQTIGTYPFFRKELSLIIE 273
NTDB id 161 SP RS10375 WP 074196785.1 FVQTYLTAYYAREWGNMISQGMELTQIFQMMQEQGSQLFKEVGQDLAQTLKNGREFSQTIGTYPFFRKELSLIIE 273
NTDB id 529 SMSK321 RS09235 WP 080550783.1 FVQTYLTAYYAREWGNMISQGMELTQIFQIMQEQGSQLFKEIGQDLAQSLQNGREFSQTIATYPFFKKELSLIIE 273
NTDB id 501 SM12261 RS00950 WP 004238896.1 FVQTYLTAYYAREWGNMISQGMELTQIFQIMQEQGSQLFKEIGQDMAHALQNGQEFSQTIGTYPFFKKELSLIIE 273
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NTDB id 587 KW2 RS10850 WP 042211510.1 YGAIKDKLGLELSVYADECWEQFFSKIDRLMQLIQPLIFIFVALMIVLLYAAMLLPIYSNMGSGI. 341
NTDB id 1111719 HMPREF9425 RS00680 WP 155809878.1 YGEANARLGYELEVYAEEVWQAFFNRLNKATTFVQPLIFIIVAVVIVMIYAAMLLPMYQNMEGMMS 366
NTDB id 395 FSA28 RS09400 WP 257638827.1 YGEVKSKLGNELEIYAEETWEHFFAKLKKATQFVQPLIFVFVAIVIVMIYAAMLLPIYQNMEVNL. 343
NTDB id 386 SMU RS09030 WP 255262721.1 YGEVKSKLGNELEIYAEETWEHFFAKLKKATQFVQPLIFVFVAIVIVMIYAAMLLPIYQNMEVNL. 343
NTDB id 430 SGO RS09415 WP 012130941.1 YGEVKSKLGSELEIYALKTWEEFFGRVNRTMNLIQPLVFVFVALMIVLLYAAMLLPLYQNMEVHL. 344
NTDB id 271 KZH43 RS09260 WP 074196785.1 YGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF. 338
NTDB id 230 SPD RS09890 WP 074196785.1 YGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF. 338
NTDB id 196 SPR RS09425 WP 074196785.1 YGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF. 338
NTDB id 161 SP RS10375 WP 074196785.1 YGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF. 338
NTDB id 529 SMSK321 RS09235 WP 080550783.1 YGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF. 338
NTDB id 501 SM12261 RS00950 WP 004238896.1 YGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF. 338
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