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NTDB id 425 SGO RS10525 WP 012131081.1 MKNS.SNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVV 74
NTDB id 539 SM12261 RS09395 WP 000681587.1 MKHL.KTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 256 KZH43 RS10270 WP 000681597.1 MKHL.KTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 215 SPD RS10945 WP 000681597.1 MKHL.KTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 181 SPR RS10425 WP 000681597.1 MKHL.KTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 145 SP RS11450 WP 000681597.1 MKHL.KTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 1111717 HMPREF9425 RS00075 WP 003095726.1 ...MKKFNWKKIVTPIAMLVIGLLGGLLGAFILL.TAAGVSFTNTTDTGVKTAKTVYSNTTDTTKAVKKVQNAVV 71
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNGK..TTVSNVIYDTKSNTTKAVKNVKNTVV 73
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logo SVINTYQSKEAGSTNDNSRNSQDSNDYSLNDLYGNARS IVFDGGNNDNDNYDSDSGSSQDEKNSSKTGSDENSTEDNGSDLQGQRVIYASGSEGSGVIYRKKDNKGDDKSYEAYLIVTNTNHVVIDKNDGAEKSKLVED
NTDB id 425 SGO RS10525 WP 012131081.1 SVITYSESNSD........AIFDNNN.........SGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVD 132
NTDB id 539 SM12261 RS09395 WP 000681587.1 SVITYSANRQN........SVFGNDD.........TDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVD 131
NTDB id 256 KZH43 RS10270 WP 000681597.1 SVITYSANRQN........SVFGNDD.........TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVD 131
NTDB id 215 SPD RS10945 WP 000681597.1 SVITYSANRQN........SVFGNDD.........TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVD 131
NTDB id 181 SPR RS10425 WP 000681597.1 SVITYSANRQN........SVFGNDD.........TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVD 131
NTDB id 145 SP RS11450 WP 000681597.1 SVITYSANRQN........SVFGNDD.........TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVD 131
NTDB id 1111717 HMPREF9425 RS00075 WP 003095726.1 SVINYQEGSSSDSLNDLYGRIFGGDDNSDSSQDKSKDSDGLQVAGEGSGVIYKKDGKEAYIVTNNHVVDGAKKLE 146
NTDB id 381 SMU RS09890 WP 002262650.1 SVINYQKTDNSY.....YN.......YDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLE 136
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NTDB id 425 SGO RS10525 WP 012131081.1 IRLADGNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSR 207
NTDB id 539 SM12261 RS09395 WP 000681587.1 IRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNR 206
NTDB id 256 KZH43 RS10270 WP 000681597.1 IRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNR 206
NTDB id 215 SPD RS10945 WP 000681597.1 IRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNR 206
NTDB id 181 SPR RS10425 WP 000681597.1 IRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNR 206
NTDB id 145 SP RS11450 WP 000681597.1 IRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNR 206
NTDB id 1111717 HMPREF9425 RS00075 WP 003095726.1 IMLSDGSKITGELVGKDTYSDLAVVKVSSDKIKTVAEFADSNSLTVGEKAIAIGSPLGTEYANSVTEGIVSSLSR 221
NTDB id 381 SMU RS09890 WP 002262650.1 IMMANGKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSR 211
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NTDB id 425 SGO RS10525 WP 012131081.1 NVSSRSEDGQTIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNII 280
NTDB id 539 SM12261 RS09395 WP 000681587.1 NVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINII 277
NTDB id 256 KZH43 RS10270 WP 000681597.1 NVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINII 277
NTDB id 215 SPD RS10945 WP 000681597.1 NVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINII 277
NTDB id 181 SPR RS10425 WP 000681597.1 NVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINII 277
NTDB id 145 SP RS11450 WP 000681597.1 NVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINII 277
NTDB id 1111717 HMPREF9425 RS00075 WP 003095726.1 TVTMQNDNGETVSTNAIQTDAAINPGNSGGALVNIEGQVIGINSSKISST.SAVAGSAVEGMGFAIPSNDVVEII 295
NTDB id 381 SMU RS09890 WP 002262650.1 TVTSQNENGETISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSII 286
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VDGDTKKEVI SASAIKSST
NTDB id 425 SGO RS10525 WP 012131081.1 EQLEKNGKVIRPALGIQMVNLSSLSSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSAS 355
NTDB id 539 SM12261 RS09395 WP 000681587.1 EQLEKNGKVTRPALGIQMVNLSNINTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASST 352
NTDB id 256 KZH43 RS10270 WP 000681597.1 EQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASST 352
NTDB id 215 SPD RS10945 WP 000681597.1 EQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASST 352
NTDB id 181 SPR RS10425 WP 000681597.1 EQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASST 352
NTDB id 145 SP RS11450 WP 000681597.1 EQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASST 352
NTDB id 1111717 HMPREF9425 RS00075 WP 003095726.1 NQLEKDGKVTRPALGISMADLNSLSSSTTSKLDLPDKVKSGVVVGSVQKGMPADGKLQENDVITEIDGKEISSKT 370
NTDB id 381 SMU RS09890 WP 002262650.1 NQLEENGEVVRPALGISMANLSEASTSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASIS 361
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NTDB id 425 SGO RS10525 WP 012131081.1 DIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 DLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 DLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 DLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 DLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 DLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 1111717 HMPREF9425 RS00075 WP 003095726.1 DIQTNLYSHSIGDTIKVTFYRGKDKKTEDLKLTKSTEDLSD. 411
NTDB id 381 SMU RS09890 WP 002262650.1 DLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH. 402
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