
logo

MMS
TEQLKTYLNP I

T
K
S
D
E INYPNPFYQPRLEQFKSDTEKELEVELASQS IKSENGL IQP I IVRKSDI FIGYDEL IVAGERRLKRAACKLRALGLMNTEK

NTDB id 1111716 HMPREF9425 RS00070 WP 003095245.1 .MSEQLKTLPISEIYPNPFQPRLEFSDEELVELSQSISENGLIQPIIVRKSDIIGYELIAGERRLRACKRLGMTE 74
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNK 75
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NTDB id 1111716 HMPREF9425 RS00070 WP 003095245.1 IPAVVKKVTDQESRKQAIIENLQRSNLNPIEEAKAYRNLIDELAYSHEELAKAMGKSRPYISNTLRLLQLPREIQ 149
NTDB id 382 SMU RS09895 WP 011074697.1 IPVIIKKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHIS 150
consensus !! **!!**! *! !!!!!!!!!!! !!!!!!!!!! !!! * *!***!! *!!!!!!!*!**!!!*!! *!

logo

Q
T
A
S
I
LEKNGLS ILSQGHARALLLAS I EDKQSDRKLQDLKTI

WFQKQI
V
L
V
A
TEQRLWSVHRQTI

LEKRAKLKQESLQPTKRKEKKQKSTKSKDI FHI
L
A
K
D
EKEKELESKQSLGL

NTDB id 1111716 HMPREF9425 RS00070 WP 003095245.1 TSIENGSLSQGHARALLAIEDSRKQLTIFQQVVAERWSVRTLEKKLQELPR.KQKSKKDIHIKDKEKELEKSLGL 223
NTDB id 382 SMU RS09895 WP 011074697.1 QALEKGLISQGHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKEKKTSKDIFLAEKEKELSQSLGL 225
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NTDB id 1111716 HMPREF9425 RS00070 WP 003095245.1 PVTLRYHKTHSGTIQIHFSTEEDFNRIINKLI 255
NTDB id 382 SMU RS09895 WP 011074697.1 PVVIHYNKKHQGQLKISFSSEEDFNRLMNKLN 257
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