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NTDB id 54 SMU RS08705 WP 002262113.1 MNEALMILSNGLLTYLTVLFLLFLFSKVSNVTLSKKELTLFS.....ISNFLIMIAVTMVNVNLFYPAEP.LYFI 69
NTDB id 541 H702 RS10470 WP 236726575.1 ........................................................................... 0
NTDB id 1111715 HMPREF9319 RS11215 WP 003066552.1 ........................................................................... 0
NTDB id 544 H702 RS02380 WP 039696235.1 MIEIVVFIITMLLNFVGFVIVGILFQQITKVKLTFLEWVLIIIFLQAVSFFMNPQKYSMVALVLMKDISVIFCLL 75
NTDB id 543 H702 RS02375 WP 160172984.1 ........................................................................... 0
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NTDB id 54 SMU RS08705 WP 002262113.1 ALSIYLNRQNSLSLNIFYGLLPVASSDLFRRAIIFFILDG....TQGIVMGSSIITTY....MIEFAGIALSYLF 136
NTDB id 541 H702 RS10470 WP 236726575.1 ........................................................................... 0
NTDB id 1111715 HMPREF9319 RS11215 WP 003066552.1 ........................................................................... 0
NTDB id 544 H702 RS02380 WP 039696235.1 SVSFHHNPKIGIRYHIFYALYPINLYMILHEVYCYIIFAIFSIQLTSLTMTSPSVGKMIGMITAVIIPPIFYYLI 150
NTDB id 543 H702 RS02375 WP 160172984.1 ......................................................................MYYLV 5
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NTDB id 54 SMU RS08705 WP 002262113.1 LSVFNVDIGRLKDSLTKMKVKKRLIPMNITMLLYYLLIQVLYVIESYNVIP.TLKFRKFVVIVYLILFLILISFL 210
NTDB id 541 H702 RS10470 WP 236726575.1 ..........................................................................M 1
NTDB id 1111715 HMPREF9319 RS11215 WP 003066552.1 ........................................................................... 0
NTDB id 544 H702 RS02380 WP 039696235.1 SKWLNIDISNVRKTLKNYLSARALRFVNVLLLLFYPGMECFGAIAPFEKMSMNRNIYRAVIFIYFILLFIFLFYL 225
NTDB id 543 H702 RS02375 WP 160172984.1 SRWLNIDISNVSQSLKKHIEPKIFNIINILMVSYFLFMDAIAIVKPFHNAD.NDAIRGIVAFIYLILLFVFLFYL 79
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NTDB id 54 SMU RS08705 WP 002262113.1 SQYTKQKVQNEIMAQKEAQIRNITQYSQQIESLYKDIRSFRHDYLNILTSLRLGIENKDLASIEKIYHQILEKTG 285
NTDB id 541 H702 RS10470 WP 236726575.1 NRSYQNRLEKEIASAREQELRYLSAYSKKVEGLYEELRAFRHDYANILVSLKEGIDQDDMGLVRKIYDSVLEDSA 76
NTDB id 1111715 HMPREF9319 RS11215 WP 003066552.1 ........................................................................... 0
NTDB id 544 H702 RS02380 WP 039696235.1 NFRHGQEQKNELLRNQEMELAALENYSKHVESLYQEVRSFRHDYANILMSLKVGIDQGNLDDIKKIYDEITADST 300
NTDB id 543 H702 RS02375 WP 160172984.1 NFRHGQEQKNELLRNQEMELAALANYSKHVESLYEEVRSFRHDYANVLMSLKMGIDQGNLDDIKKIYDEITADST 154
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NTDB id 54 SMU RS08705 WP 002262113.1 HQLQDTRYNIGHLANIQNDAVKGILSAKILEAQNKKIAVNVEVSSKIQLPEMELLDFITILSILCDNAIEAAFES 360
NTDB id 541 H702 RS10470 WP 236726575.1 DFIRNSKFNIGRLVNIDDDAIKSLLSAKFLEAEASNIEVDLEVKDKIGAPNIPLLDYIRLLAILCDNAIEAALEA 151
NTDB id 1111715 HMPREF9319 RS11215 WP 003066552.1 ..............................................MDCFEIPRITYIHNLAILFDNRIEAAVLS 29
NTDB id 544 H702 RS02380 WP 039696235.1 KLVKNNKFDLTRLANITDSGVKSLMSAKFLQAENQGITISLEVAEEMGTPKIPLISYIRILSILFDNAIEAALES 375
NTDB id 543 H702 RS02375 WP 160172984.1 KLVKNNKFDLTRLANITDSGVKSLMSAKFLHAENQGIENSLEVSEKMGTPSIPLISYIRILSILFDNAIEGALES 229
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NTDB id 54 SMU RS08705 WP 002262113.1 LNPEIQLAFFKKNGSIVFIIQNSTKEKQIDVSKIFKENYSTKGSNRGIGLAKVNHILEHYPKTSLQTSNHHHLFK 435
NTDB id 541 H702 RS10470 WP 236726575.1 KKPAITIACFYQDDDYVLIVDNTTKEESVPVNLIYQKDYSSKGYGRGIGLTTIHQMMRKYSNLSVQTNSKNYHFS 226
NTDB id 1111715 HMPREF9319 RS11215 WP 003066552.1 DVPKISVANFYQDDNFVFMIENSTKEDSIPIDTVYQKGYSSKGDNRSIGLATVIEFHQEYGKLPIETSSSNHLFR 104
NTDB id 544 H702 RS02380 WP 039696235.1 AEPRISVANFYQDDEFVFMIENSTKEKSVDLGKIFERGYSTKGDNRGLGLATLMDFQDDYENLSVETRSLDYKFT 450
NTDB id 543 H702 RS02375 WP 160172984.1 AEPKISVANFYQDGDFVFMIENSSKEKSVDLGKIFERGYSTRGENRGLGLATLMDFQDDYENLSVETHSSDYTFT 304
consensus !*!**!*!******!****!**!!***** *** **!!**!**!**!!****** **! *****! * * !*

logo Q
L
T
V
I
L
V
I
R IKYNEAGHDSSTKR IVE

NTDB id 54 SMU RS08705 WP 002262113.1 QLLIIK........ 441
NTDB id 541 H702 RS10470 WP 236726575.1 QTIRIKNHSTKIVE 240
NTDB id 1111715 HMPREF9319 RS11215 WP 003066552.1 .............. 104
NTDB id 544 H702 RS02380 WP 039696235.1 QVVRIYEA...... 458
NTDB id 543 H702 RS02375 WP 160172984.1 QVVRIYEGDSR... 315
consensus *****

X non conserved

X similar

X ≥ 50% conserved


