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NTDB id 425 SGO RS10525 WP 012131081.1 .........MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNN.QKTATTVTTSYKNSNSTTEA 65
NTDB id 256 KZH43 RS10270 WP 000681597.1 .........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NS.NNNSTITQTAYKNENSTTQA 64
NTDB id 215 SPD RS10945 WP 000681597.1 .........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NS.NNNSTITQTAYKNENSTTQA 64
NTDB id 181 SPR RS10425 WP 000681597.1 .........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NS.NNNSTITQTAYKNENSTTQA 64
NTDB id 145 SP RS11450 WP 000681597.1 .........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NS.NNNSTITQTAYKNENSTTQA 64
NTDB id 539 SM12261 RS09395 WP 000681587.1 .........MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTES.TS.NNNSTITQTAYKNENSTTQA 64
NTDB id 1111712 HMPREF9319 RS09835 WP 013852370.1 MKKIKLPKLPKLPKFNYKNWLKPLGVILVGFIAGIAGTILVLNMAGISITNVSGSSTKTTTSSVSYSNSNDTTKA 75
NTDB id 381 SMU RS09890 WP 002262650.1 ........MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKS...FSNNGKTTVSNVIYDTKSNTTKA 64
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logo VDEKNNKVQKNDTAVVSVINTYKQSEKSADSTNDNSRNSQDSNSASDLYNAQS IMYVYFDNGYNNDSDGSQSESKNSNDKSTGSDENTEDDGNSDLQGTQRVIAYSGSEGSGVIYRKKDNKGDDKYSEAYVLIVTNTNHVVIDKNDG
NTDB id 425 SGO RS10525 WP 012131081.1 VDKVKDAVVSVITYSESNSD.......AIFDNN......NSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVING 127
NTDB id 256 KZH43 RS10270 WP 000681597.1 VNKVKDAVVSVITYSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVING 126
NTDB id 215 SPD RS10945 WP 000681597.1 VNKVKDAVVSVITYSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVING 126
NTDB id 181 SPR RS10425 WP 000681597.1 VNKVKDAVVSVITYSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVING 126
NTDB id 145 SP RS11450 WP 000681597.1 VNKVKDAVVSVITYSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVING 126
NTDB id 539 SM12261 RS09395 WP 000681587.1 VNKVKDAVVSVITYSANRQN.......SVFGND......DTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVING 126
NTDB id 1111712 HMPREF9319 RS09835 WP 013852370.1 VEKVQDAVVSVINYKSDSSSSASDLYNQMFGNDSDSSSNSSSTDDLTVYSEGSGVIYKKDGDSAYVVTNNHVIDG 150
NTDB id 381 SMU RS09890 WP 002262650.1 VKNVKNTVVSVINYQKTDN........SYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKD 131
consensus !**!***!!!!!*!****** ****** ******* ***!!!!!!!*!****!!*!!!*!!***
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NTDB id 425 SGO RS10525 WP 012131081.1 AKKVDIRLADGNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIV 202
NTDB id 256 KZH43 RS10270 WP 000681597.1 ASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIV 201
NTDB id 215 SPD RS10945 WP 000681597.1 ASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIV 201
NTDB id 181 SPR RS10425 WP 000681597.1 ASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIV 201
NTDB id 145 SP RS11450 WP 000681597.1 ASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIV 201
NTDB id 539 SM12261 RS09395 WP 000681587.1 ASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIV 201
NTDB id 1111712 HMPREF9319 RS09835 WP 013852370.1 AEQIEIMLANGTKVVGELVGADTYSDIAVVKISSDNVSTVAEFADSDKLTVGETAIAIGSPLGTEYANSVTQGIV 225
NTDB id 381 SMU RS09890 WP 002262650.1 AEKLEIMMANGKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIV 206
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logo SSLSNRTNVTSMSLQRTKNSDENDGEQTAIASTQNKAIQTDATAINPGNSGGAPLVINI EKQGQVIG INTSSKI SANSTSTNNSSNSGSGEVTASVEGMLGFAIPSAND
NTDB id 425 SGO RS10525 WP 012131081.1 SSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSND 275
NTDB id 256 KZH43 RS10270 WP 000681597.1 SSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPAND 272
NTDB id 215 SPD RS10945 WP 000681597.1 SSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPAND 272
NTDB id 181 SPR RS10425 WP 000681597.1 SSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPAND 272
NTDB id 145 SP RS11450 WP 000681597.1 SSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPAND 272
NTDB id 539 SM12261 RS09395 WP 000681587.1 SSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPAND 272
NTDB id 1111712 HMPREF9319 RS09835 WP 013852370.1 SSLSRTVTMTNDDGETISTNAIQTDAAINPGNSGGALINIEGQVIGINSSKISST..SSSGESVEGMGFAIPSND 298
NTDB id 381 SMU RS09890 WP 002262650.1 SSLSRTVTSQNENGETISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSND 281
consensus !!!*!*!******!**!*!*!!!!!*!!!!!!!!!*!*!!*!!!!!!*!!!!** *****!!!*!!!!!*!!
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NTDB id 425 SGO RS10525 WP 012131081.1 VVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTE 350
NTDB id 256 KZH43 RS10270 WP 000681597.1 AINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKE 347
NTDB id 215 SPD RS10945 WP 000681597.1 AINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKE 347
NTDB id 181 SPR RS10425 WP 000681597.1 AINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKE 347
NTDB id 145 SP RS11450 WP 000681597.1 AINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKE 347
NTDB id 539 SM12261 RS09395 WP 000681587.1 AINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKE 347
NTDB id 1111712 HMPREF9319 RS09835 WP 013852370.1 VVSIINQLEENGQVIRPALGISMINLSDLSTNAIAQLNIPTSVTSGVVVAAVQSGMPAEGNLEQYDVITAIDDKE 373
NTDB id 381 SMU RS09890 WP 002262650.1 VVSIINQLEENGEVVRPALGISMANLSEASTSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKK 356
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LQS IALYTKNHKSKVINGEDEKSTVIKLVITFYYRDEGNKTGDKKEKQETAVTETS I EQKLDTNKTSTSDQGDLNSEHSESN
NTDB id 425 SGO RS10525 WP 012131081.1 ISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE. 397
NTDB id 256 KZH43 RS10270 WP 000681597.1 IASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES.. 393
NTDB id 215 SPD RS10945 WP 000681597.1 IASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES.. 393
NTDB id 181 SPR RS10425 WP 000681597.1 IASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES.. 393
NTDB id 145 SP RS11450 WP 000681597.1 IASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES.. 393
NTDB id 539 SM12261 RS09395 WP 000681587.1 IASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES.. 393
NTDB id 1111712 HMPREF9319 RS09835 WP 013852370.1 VTSTSDLQSILYTHSVGDSVKVTFYRGTDKKTATIELTKTTQDLSSSN 421
NTDB id 381 SMU RS09890 WP 002262650.1 VASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH.. 402
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