
logo MQRKGAMTL IVELL IAGLAI I S IALNSFAI LVPLWKQRTDDSDPKMTI LAKEQHRRLYLFLRQIQARAENSSE I
VWF ILLAINRNLPATQQWCLMTAQ

NTDB id 111171 ACMCNG RS02080 WP 226692715.1 MRKGATLIELLIALAIISIALSFILPLWQRDDDKMILAKEQRRLYLFLRQIQARAENSSEIWFILANRNPATQQWCMTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus ! !! !!*!!!!*!!!!!!!! ! *!!! ! *! !!!!!!*!!!!!!!!!!!!!!!!!!*!!*! !!!*!!!!!!*!!!

logo VKNDNKQLTCDCLHNPS ITNCPKEVYAHFYYPYFAPENKTMIQVSHPHKIYPKVE I
V
A
TRFDNGIRNTIDVSTNRCF ILLQAEGENERTLFLSFFNVGS ILKRLV

NTDB id 111171 ACMCNG RS02080 WP 226692715.1 VKNDKLCDCLHSTNCPKEVYAHFYYPYFAEKTMIVSPKIYPVEVARFNGIRNTIDSNCFLLQAGEERTLFSFFNVGSLKL 160
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus !!! !!!!** !!!!!!!!!!!!!!!* !!!! ! *!!! !* !! !!!!!! * !!*!!! !!!!! !!!!!!***

logo KPTNQFSADSACNTR
NTDB id 111171 ACMCNG RS02080 WP 226692715.1 KPNQSASACTR 171
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN. 170
consensus !*!! !!! *

X non conserved

X similar

X ≥ 50% conserved


