
logo MKKYE I
QI FKDKLEEHDI LTKSGHIYQAMGDYLPPTEMNELSTQTYAHMSSRDTI

VRKALQSLLATEKAGFL IKQKTI
V
H
QGRSGSQI

V IKHREQR IDNFP
NTDB id 1111709 HMPREF9319 RS09475 WP 003066857.1 MKKYEQIFKDLEHDITSGIYQAGDYLPTENELTQTYHMSRDTIRKALSLLAEAGLIQKIHGSGSQVIKHEQIDFP 75
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFP 75
consensus !!!!! !!! !!*!! !*!! !!!!!*! !!*!!!* !!!!*!!!! !! !! ! **! !!!*!!*! ! !!

logo VSQLTSYKQELVDKAQHLHQI
MNSVKTNVIA IDKL IVDEKLATAKLTGFEKKNKNGNLVWR I ITRQRVI

VDGTVAS IVLDI
TDYLDKAKI

L
I
VPHNM

NTDB id 1111709 HMPREF9319 RS09475 WP 003066857.1 VSQLTSYKELVDAHHINSKTNVIAIDKLIVDEKLAALTGFKKNNLVWRIIRQRVVDGTASVLDIDYLDKKIVPNM 150
NTDB id 440 SMU RS09330 WP 002273717.1 VSQLTSYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHM 150
consensus !!!!!!! !!! ***! !!!!!!!!!!!!!!!! !!!! !!!!! !!!!*!! !!*!! !!!!! **!*!

logo TRE IAEHQS IYDYLENQLHKLDI IAFYAQKEI IT IDQLVSTDQKRDKI
LLLDI

L
D
G
A
SEHNHVVSVKSKVYLASNKQHQQFQFTESRHKLEK

NTDB id 1111709 HMPREF9319 RS09475 WP 003066857.1 TREIAEQSIYDYLENQLHLIIAFAQKEITIDQLTDRDKLLLDIGAEHHVVSVKSKVYLANKHQFQFTESRHKLEK 225
NTDB id 440 SMU RS09330 WP 002273717.1 TREIAEHSIYDYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEK 225
consensus !!!!!!*!!!!!!!!!!*! !!*!!! !!!!!** *!!*!!!* !*!!!!!!!!!!! ! *!!!!!!!!!!!!!

logo FRFVDFARTRHKPRDQ
NTDB id 1111709 HMPREF9319 RS09475 WP 003066857.1 FRFVDFATRKPQ 237
NTDB id 440 SMU RS09330 WP 002273717.1 FRFVDFARRHRD 237
consensus !!!!!!! !**
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