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NTDB id 329 STU RS10020 WP 011225298.1 KPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSF 551
NTDB id 297 STER RS00545 WP 011680614.1 KPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSF 551
NTDB id 1111708 HMPREF9319 RS09415 WP 003066824.1 KPTAVTEDDIMATLSRLSGIPVEKMTQADSKKYLNLEKELHKRVIGQDSAISAISRAIRRNQAGIRTGKRPIGSF 548
NTDB id 377 SMU RS09275 WP 002262344.1 KRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSF 548
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NTDB id 241 SP RS04015 WP 000882523.1 LFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILL 558
NTDB id 281 KZH43 RS03550 WP 000882517.1 LFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILL 558
NTDB id 245 SPD RS03860 WP 000882517.1 LFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILL 558
NTDB id 243 SPR RS03635 WP 000882517.1 LFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILL 558
NTDB id 85 BSU 00860 NP 387967.1 IFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLL 616
NTDB id 610 V4T04 RS10165 WP 012897346.1 MFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLL 625
NTDB id 287 SP RS11210 WP 001109712.1 MFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLF 620
NTDB id 290 KZH43 RS10025 WP 001109677.1 MFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLF 620
NTDB id 289 SPD RS10700 WP 001109677.1 MFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLF 620
NTDB id 329 STU RS10020 WP 011225298.1 MFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLF 626
NTDB id 297 STER RS00545 WP 011680614.1 MFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLF 626
NTDB id 1111708 HMPREF9319 RS09415 WP 003066824.1 MFLGPTGVGKTELAKALAELLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLF 623
NTDB id 377 SMU RS09275 WP 002262344.1 MFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLF 623
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VLEDDGFRVVLTDTGSQRKGRTKVSDFRKSDNATI LI IMTSNVALGTASGTEKALKRRTDNEDAKYSTVGFNGVARQAKNSTRDFMEIATRSGAQFHNDHQYSKQEDNARMKQETDASKNKSRMIVFMLGE
NTDB id 241 SP RS04015 WP 000882523.1 DEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLG 626
NTDB id 281 KZH43 RS03550 WP 000882517.1 DEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLG 626
NTDB id 245 SPD RS03860 WP 000882517.1 DEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLG 626
NTDB id 243 SPR RS03635 WP 000882517.1 DEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLG 626
NTDB id 85 BSU 00860 NP 387967.1 DEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMG 691
NTDB id 610 V4T04 RS10165 WP 012897346.1 DEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILE 700
NTDB id 287 SP RS11210 WP 001109712.1 DEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFE 695
NTDB id 290 KZH43 RS10025 WP 001109677.1 DEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFE 695
NTDB id 289 SPD RS10700 WP 001109677.1 DEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFE 695
NTDB id 329 STU RS10020 WP 011225298.1 DEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIME 701
NTDB id 297 STER RS00545 WP 011680614.1 DEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIME 701
NTDB id 1111708 HMPREF9319 RS09415 WP 003066824.1 DEVEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDEKTVGFGARDMAHDYEAMQKRIME 698
NTDB id 377 SMU RS09275 WP 002262344.1 DEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILE 698
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NTDB id 241 SP RS04015 WP 000882523.1 ELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLR 701
NTDB id 281 KZH43 RS03550 WP 000882517.1 ELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLR 701
NTDB id 245 SPD RS03860 WP 000882517.1 ELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLR 701
NTDB id 243 SPR RS03635 WP 000882517.1 ELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLR 701
NTDB id 85 BSU 00860 NP 387967.1 ELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLR 766
NTDB id 610 V4T04 RS10165 WP 012897346.1 ELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLR 775
NTDB id 287 SP RS11210 WP 001109712.1 ELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLR 770
NTDB id 290 KZH43 RS10025 WP 001109677.1 ELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLR 770
NTDB id 289 SPD RS10700 WP 001109677.1 ELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLR 770
NTDB id 329 STU RS10020 WP 011225298.1 ELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLR 776
NTDB id 297 STER RS00545 WP 011680614.1 ELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLR 776
NTDB id 1111708 HMPREF9319 RS09415 WP 003066824.1 ELKKAYRPEFINRIDEKVVFHNLTQENMRDVVKIMVKPLIATLAEKDITLKFQPSALKYLAEIGYDPEMGARPLR 773
NTDB id 377 SMU RS09275 WP 002262344.1 ELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLR 773
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NTDB id 241 SP RS04015 WP 000882523.1 RTIQDYIEDTITDYYLENPSEKDLKA.VMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 281 KZH43 RS03550 WP 000882517.1 RTIQDYIEDTITDYYLENPSEKDLKA.VMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 245 SPD RS03860 WP 000882517.1 RTIQDYIEDTITDYYLENPSEKDLKA.VMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 243 SPR RS03635 WP 000882517.1 RTIQDYIEDTITDYYLENPSEKDLKA.VMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 85 BSU 00860 NP 387967.1 RAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN........ 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 KALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV........... 816
NTDB id 287 SP RS11210 WP 001109712.1 RTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA............ 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 RTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA............ 810
NTDB id 289 SPD RS10700 WP 001109677.1 RTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA............ 810
NTDB id 329 STU RS10020 WP 011225298.1 RTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV............ 816
NTDB id 297 STER RS00545 WP 011680614.1 RTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV............ 816
NTDB id 1111708 HMPREF9319 RS09415 WP 003066824.1 RTLQDKVEDELSELILSGELASGNTLKIGVSKGKLKFDIA............ 813
NTDB id 377 SMU RS09275 WP 002262344.1 RTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV............ 813
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