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NTDB id 422 SGO RS10255 WP 012131059.1 MNEQFLESAEFYQKRYHNFASCLIVPSLILLVFLVGFSMLAKKEITISSRASVEASRVLAQIQSTSNQPIIANHL 75
NTDB id 1111705 HMPREF9319 RS08840 WP 231557406.1 ........................................................................... 0
NTDB id 404 SMU RS08660 WP 002263739.1 MNPNLFKSAEFYRRRYHNFATVLIIPLVCLLVFLFIFLLFAKKEVTVLSDGEISPIKVIDVIQSKSDYPISENNL 75
NTDB id 359 SMU RS01430 WP 002263524.1 MDPKFLQSAEFYRRRYHNFATLLIVPLVCLIIFLVIFLCFAKKEITVISTGEVAPTKVVDVIQSYSDSSIIKNNL 75
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NTDB id 1111705 HMPREF9319 RS08840 WP 231557406.1 ........................................................................... 0
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NTDB id 422 SGO RS10255 WP 012131059.1 SMTSSVNQQNATIASQNAAASQSQAELGGVISDVDSKLNDHRNLKNAIQSGVGIDASHPLHSLYQSYRDQLSLAE 225
NTDB id 1111705 HMPREF9319 RS08840 WP 231557406.1 ........................................................................... 0
NTDB id 404 SMU RS08660 WP 002263739.1 .QQNNKNQKNGNQGQKNQNQNQ..............NKKDQKNNNQSQQNKQGQ..................... 156
NTDB id 359 SMU RS01430 WP 002263524.1 ....KKHQK...........SK..............KKKKSKS................................ 131
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NTDB id 422 SGO RS10255 WP 012131059.1 DKATAQSQIVAQLDGQISQLEATAATYRVQYAGAGAQQAYASNLSSQLASLKAQYLVKVGQELTTLTQQILEAES 300
NTDB id 1111705 HMPREF9319 RS08840 WP 231557406.1 ........................................................................MQA 3
NTDB id 404 SMU RS08660 WP 002263739.1 .KKTNQSQNQQNKN.........QNKNQSQNKQNG.....................................NQN 184
NTDB id 359 SMU RS01430 WP 002263524.1 .K..KASKDKK...............KKSKDKESS........................................ 148
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NTDB id 422 SGO RS10255 WP 012131059.1 NLKLQETVSKRGQILAEMDGLLHLNPEVQGSTLVAEGTALAQIYPKITNERKIKIVTYVSSKDVSTIKNGDKVRF 375
NTDB id 1111705 HMPREF9319 RS08840 WP 231557406.1 QLDQTNLSKADTVLKASQSGILHVSDEFEGQTLLPQGSQIAEIYPDIAKTQQVAIRYYVDSTHVSQLKKGQTVRL 78
NTDB id 404 SMU RS08660 WP 002263739.1 Q.NNWNQNNQNDKVTASQDGVIHTNPKYEGENLIPRGTEIAQLYPDINKTRQVLITYYVSSKDVTRLKQGQKTHL 258
NTDB id 359 SMU RS01430 WP 002263524.1 ..SDDENETKKVSIFASEDGIIHTNPKYDGANIIPKQTEIAQIYPDIQKTRKVLITYYASSDDVVSMKKGQTARL 221
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NTDB id 422 SGO RS10255 WP 012131059.1 ITADDANKQMILTSQISSIDANATQTKQGNFFKVECEMAVSKDQAKKLRYGLEGKFVMVTGEKTYFSYYMEKFFN 450
NTDB id 1111705 HMPREF9319 RS08840 WP 231557406.1 TLEKISNHAIVITGKISKIASSATQTKEGNIFEVTALATVDKQDSSKLKYGLQGKTISTIGKKTFFNYYKDKLLK 153
NTDB id 404 SMU RS08660 WP 002263739.1 ALTKVGNDQISIRGKINSIASAATTTKKGNVFKVTAKAKVSKKDSQTIKYGLQGKTITVVEKKTFFDYYKDKLLN 333
NTDB id 359 SMU RS01430 WP 002263524.1 SLEKKGNDKVVIEGKINNVASSATTTKKGNLFKVTAKVKVSKKNSKLIKYGMTGKTVTVIDKKTYFDYFKDKLLH 296
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NTDB id 422 SGO RS10255 WP 012131059.1 LG.. 452
NTDB id 1111705 HMPREF9319 RS08840 WP 231557406.1 DF.. 155
NTDB id 404 SMU RS08660 WP 002263739.1 KNQK 337
NTDB id 359 SMU RS01430 WP 002263524.1 KMDN 300
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