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NTDB id 545 H702 RS02385 WP 052071091.1 MIDIYVLEDNVNQQFRIEKMIGDLLETNQWETRHFDLFSEPDCLT.NLVEESFPQIFFLDIDIHGDNTKGIEVAK 74
NTDB id 55 SMU RS08710 WP 002262114.1 MISIFVLEDDFLQQGRLETTIAAIMKEKNWSYKELTIFGKPQQLIDAIPEKGNHQIFFLDIEIKKEEKKGLEVAN 75
NTDB id 1111704 HMPREF9319 RS08785 WP 003066571.1 ................MEREIATIMAKNNWDYQRIEVFSSANEIIAKATEKGEHQIFFLDLEIRDDEKQGIDVAK 59
NTDB id 542 H702 RS02345 WP 039696227.1 MLDIFILEDNITQQFRIERQIETIMERNHWEYQRLEAFAASKDIIKKADGQGNHQVFFLDLEIKGDEKQGLDVAR 75
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NTDB id 545 H702 RS02385 WP 052071091.1 AIREKSRTATIVFVTTHSEFMLLTYRAQVSALDFIDKTDKDDAIKDNLKKCLQKVFEDQ.GFNIPKEIFVFENNK 148
NTDB id 55 SMU RS08710 WP 002262114.1 QIRQHNPSAVIVFVTTHSEFMPLTFQYQVSALDFIDKSLNPEEFSHRIESALYYAMENSQKNGQSEELFIFHSSE 150
NTDB id 1111704 HMPREF9319 RS08785 WP 003066571.1 AIREQDATAIIVFVTTHSEFMLLTYQALVGAIDFIDKNLNDQAFSERIELCLKEAMKHQ.NDNFGENSFLFETPK 133
NTDB id 542 H702 RS02345 WP 039696227.1 SIREKDPTAIIVFVTTHSEFMLLTYQSLVGAIDFIDKNMNDEAFGGRIELCLKEALKYQ.TGSFGENSYLFETAK 149
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NTDB id 545 H702 RS02385 WP 052071091.1 TKIRIPLEDILYFETAE.SHRLKLITKTGQRHFYGSIKEVMQANQKLFRCHKSYLINLNNIVRLDKKEGLVYFDD 222
NTDB id 55 SMU RS08710 WP 002262114.1 TQFQVPFAEILYFETSSTAHKLCLYTYDERIEFYGSMTDIVKMDKRLFQCHRSFIVNPANITRIDRKKRLAYFRN 225
NTDB id 1111704 HMPREF9319 RS08785 WP 003066571.1 ARVRVLYSDILYFETSPAVHRVILHTRNERVEFYATIAEIAKSDKRLFKCHRSFIINVDNVVRFDKATRSVYFET 208
NTDB id 542 H702 RS02345 WP 039696227.1 ARIRVAYDDILYFETSPTVHRVILHTKTGQTEFYGTIAEVAKSDKRLLKCHRSFVINVNNVTEFDKSTRTAYFEN 224
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NTDB id 545 H702 RS02385 WP 052071091.1 DKACYVSRKYIKDLRSKMENLK... 244
NTDB id 55 SMU RS08710 WP 002262114.1 NKSCLISRTKLTKLRAVIADQRRAK 250
NTDB id 1111704 HMPREF9319 RS08785 WP 003066571.1 GDSCLVSRDKIKPLLNEMR...... 227
NTDB id 542 H702 RS02345 WP 039696227.1 GSYCQVSRDKVKKLMAEMR...... 243
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