
logo ML
INNRVVLVGRMLTKRDAPVDELRYTSPNSNGQAAVGATFSTMLAVNRNQTFKTNAQSNGDEREADF INCVTIWRKQRSQAENFLVSANW

F
A
L
TKKGTSLAIVGVTDG

NTDB id 1111703 HMPREF9319 RS08225 WP 003066357.1 MINNVVLVGRMTRDAELRYTPSNQAVATFTLAVNRNFKNQNGEREADFINCVIWRQQAENLSNWAKKGTLIGVTG 75
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDG 75
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NTDB id 1111703 HMPREF9319 RS08225 WP 003066357.1 RIQTRNYENQQGQRVYVTEIVADNFQILESRATREGQSGGSYNGGFNNNN....SSFGGSSNDGGFSSQSSQSQT 146
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNA 143
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRR 145
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NTDB id 1111703 HMPREF9319 RS08225 WP 003066357.1 PN.FGRDESPF.GNSNPMDISDDDLPF 171
NTDB id 624 LCA RS00040 WP 011373726.1 PAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 NQGNSFNDDPFANDGKPIDISDDDLPF 172
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