
logo MS
TENTAGFKRYS I LASGSSTGNSFYLVETPQKRFI L IDAGLSTGKKI STQSLLMAE IDRKPVDEDLVDAI FL IVTHEHKSDHIHKGVGVLAR

NTDB id 1111695 HMPREF9319 RS06875 WP 003065766.1 MSENAFKYSILASGSTGNSFYVETPQKRFLIDAGLTGKKITSLLAEIDRKPEDLDAIFITHEHSDHIKGVGVLAR 75
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLAR 75
consensus !*! *!*!!!!!!!!*!!!!!*!!!!!! !!!!!!*!!!!* !*!!!!!!**!*!!! *!!!! !!!*!!!!!!!

logo

K
RYGNLDVYANAEAKTWQAMI

MDERGNMIGKI
LDFVASQKHI FDELRGKTI

LTFLGDIDI ESFGVSHDAAVEQPQFYRLMKDGNKSFVI LTD
NTDB id 1111695 HMPREF9319 RS06875 WP 003065766.1 RYNLDVYANEKTWQMIDERNMIGKLDFAQKHIFERGKTLTLGDIDIESFGVSHDAVEPQFYRLMKDNKSFVILTD 150
NTDB id 383 SMU RS06875 WP 002262928.1 KYGLDVYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTD 148
consensus *! !!!!!! !!! *!** !!!!*! !!!!!* !!!*! !!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!

logo TGYVSDRMADGI
L I ENADGYL I ESNHDI

VE I LRSGAIYPWSLKQR I LSDKGHLSNDEDGAEGTMI
VRTI

LGNKRTKKIYLGHLS
NTDB id 1111695 HMPREF9319 RS06875 WP 003065766.1 TGYVSDRMAGIIENADGYLIESNHDVEILRSGAYPWSLKQRILSDKGHLSNEDGAGTMIRTIGNRTKKIYLGHLS 225
NTDB id 383 SMU RS06875 WP 002262928.1 TGYVSDRMADLIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLS 223
consensus !!!!!!!!! *!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!*!!! !!*!!*!!*!!!!!!!!!!

logo KENNI
VKELAHMTMEKNANL IMQADFLAGVDGHYDFMKI

V
F
YDTSPDEETALTPLATKI

L

NTDB id 1111695 HMPREF9319 RS06875 WP 003065766.1 KENNIKELAHMTMENNLIQADFGVGYDMKVFDTSPEEATPLTKL 269
NTDB id 383 SMU RS06875 WP 002262928.1 KENNVKELAHMTMKNALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!*!!!!!!!! ! !*!!! *! *! !**!!!!* ! !! !*
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