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YLHKDNPQDGKE I FY IKDI EKRLDR I SKSVTSNL IKRM
NTDB id 1111693 HMPREF9319 RS05735 WP 003065254.1 MHKKDPFSQFRDFINLAENRVHALAESHGVENLAGPQGFAVLYLHDNPDKEIYIKDIEKRLRISKSVTSNLIKRM 75
NTDB id 368 SMU RS04250 WP 002263292.1 ..MKEPFSEFKNLITATERYIQELSKSHGVEHLSGPQGWTVMFLKDNQGKEIFIKDIEKRLDISKSVTSNLIKRM 73
consensus ** !*!!! !* ! ! ** ! !!!!!*! !!!!* !**!*!!* !!!*!!!!!!!! !!!!!!!!!!!!!

logo EKNGF IQS IV IPSS IREKDKRRYKQI
VVLTEPLGKQESKAGQKNIQTDVFLYDTDELMHKKRLQI
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NTDB id 1111693 HMPREF9319 RS05735 WP 003065254.1 EKNGFIQIISSIEDKRYKQVVLTELGKSKAQNIQDFYDEMHRQILAGVDHEDLKISFRVFDRILKNLENKE 146
NTDB id 368 SMU RS04250 WP 002263292.1 EKNGFISVIPSRKDRRYKQIVLTPLGQEKAGKITVFLTDLKKLLLKDISQEDLSVARKVFKQIKQNLEKKE 144
consensus !!!!!! *!*! !*!!!!*!!!*!! !! ! ! **** *! * *!!! * *!! ! !!! !!

X non conserved

X similar

X ≥ 50% conserved


