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NTDB id 1111692 HMPREF9319 RS05730 WP 003065252.1 MLKILKRLTVKEVTMLIFAVLFVCLNVYLELKIPDYMSDITTLLSTEGTKVKDIFAWNFDAPGMRMVLLSLGSFA 75
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDI.....MDPGSKMLMFSFGSFF 70
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NTDB id 1111692 HMPREF9319 RS05730 WP 003065252.1 ASVVVGFLAARIAASFSTRLRDDIFHSVLNFSDAEIKKFSIPSLLTRTTNDITQIQLVFTMGIQVITKGPIMAIW 150
NTDB id 369 SMU RS04255 WP 002263293.1 MAVLVGFLASRTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVW 145
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NTDB id 1111692 HMPREF9319 RS05730 WP 003065252.1 AITKIADKNHEWLLVLIVAVAVMFLMIMFLLMMVMPKQRMIQTLTDKLNSITRESLTGIRVVRAYNAEDYQDAKF 225
NTDB id 369 SMU RS04255 WP 002263293.1 ALTKIWGKSDEWTGAVGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKF 220
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NTDB id 1111692 HMPREF9319 RS05730 WP 003065252.1 AQANDNVTNLNLFIGRSMALLSPVMTGISSGMTLAIYWIGAHLIENIAIPTDP.TKIAGAMQDKVDLFSDMVVYS 299
NTDB id 369 SMU RS04255 WP 002263293.1 KRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFS 295
consensus ! !*! !!! * ! ! !* !!!! *!!!*!!!!!!!!!*!* ! !! **! !!* !** *!!!!!!*!

logo SYAMQVVMVGFMMMI
V
A
V
I
VFFI I LPRALVVASAGKR INEVLAELTKNSS IVEHFYKPETYNSKQADKNPATERKGESVEFDHDNVSFRYSKNSERAVI

LEH
NTDB id 1111692 HMPREF9319 RS05730 WP 003065252.1 SYAMQVVMGFMMMIVVFFILPRAVVAAGRINEVLETKSSIEYPETNQAKPTEKGSVEFDNVSFRYSKNSEAVLEH 374
NTDB id 369 SMU RS04255 WP 002263293.1 SYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEH 370
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NTDB id 1111692 HMPREF9319 RS05730 WP 003065252.1 VSFKAKAGDTIAFIGSTGSGKSTLVNLIPRFYDATEGTIKVDGIDVRQYDHDTLHKIVGYIPQKAVLFSGDIASN 449
NTDB id 369 SMU RS04255 WP 002263293.1 VSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSN 445
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NTDB id 1111692 HMPREF9319 RS05730 WP 003065252.1 MDMGESNSSPLDDDKMWEALDLAQGKTFVEMKDGKLKAPVAQSGQNFSGGQKQRLAIARALARKPEIIIFDDSFS 524
NTDB id 369 SMU RS04255 WP 002263293.1 IAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFS 520
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NTDB id 1111692 HMPREF9319 RS05730 WP 003065252.1 ALDYKTDRILRSQLKERTADMTKLIVAQRISTIMDADQILVLDEGKVVGQGTHEELLANNDVYREIAYSQLSKEE 599
NTDB id 369 SMU RS04255 WP 002263293.1 ALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
consensus !!!!!!!!!!! ! *! *!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!! !!!!!!!*! !!!!!!!!!!!

logo LENGK
NTDB id 1111692 HMPREF9319 RS05730 WP 003065252.1 LENGK 604
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