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NTDB id 258 KZH43 RS03475 WP 000590640.1 ..MIKILLVEDDLGLSNSV.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGIT 72
NTDB id 217 SPD RS03775 WP 000590640.1 ..MIKILLVEDDLGLSNSV.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGIT 72
NTDB id 183 SPR RS03560 WP 000590640.1 ..MIKILLVEDDLGLSNSV.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGIT 72
NTDB id 147 SP RS03905 WP 000590640.1 ..MIKILLVEDDLGLSNSV.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGIT 72
NTDB id 1111689 HMPREF9319 RS04885 WP 003064882.1 ..MIKILLVEDDLSLSNSI.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKDGFQVLKELREKSVT 72
NTDB id 362 SMU RS05200 WP 002262214.1 ..MIKLLLVEDDLSLSNSI.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGIT 72
NTDB id 606 V4T04 RS01910 WP 003130756.1 MTSKKILIIEDEKNLARFVSLELEHEGYATEIKDNGRSGLEEATSKDYDLILLDLMLPELDGFEVARRLRKE.KD 74
NTDB id 413 AAK55817.1 141..845( ) ..MKKILIVDDEKPISDIIKFNMTKEGYEVVTAFNGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKT.SS 72
NTDB id 374 SMU RS06885 WP 002262930.1 ..MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRKN.SH 72
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NTDB id 258 KZH43 RS03475 WP 000590640.1 TPVLIMTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNE..........NTLTYGNIVVNLS 137
NTDB id 217 SPD RS03775 WP 000590640.1 TPVLIMTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNE..........NTLTYGNIVVNLS 137
NTDB id 183 SPR RS03560 WP 000590640.1 TPVLIMTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNE..........NTLTYGNIVVNLS 137
NTDB id 147 SP RS03905 WP 000590640.1 TPVLIMTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNE..........NTLTYGNIVVNLS 137
NTDB id 1111689 HMPREF9319 RS04885 WP 003064882.1 TPVLIMTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFSD..........NNLSYGELTVTTS 137
NTDB id 362 SMU RS05200 WP 002262214.1 TPVLIMTAKEGLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNE..........NNLTYGELTVDTA 137
NTDB id 606 V4T04 RS01910 WP 003130756.1 TPIIMMTARDSTMDRVAGLDIGADDYITKPFAIEELLARVRAFFRREEHGHAVERAENTS......FRDLVIDKT 143
NTDB id 413 AAK55817.1 141..845( ) VPILMLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPD 146
NTDB id 374 SMU RS06885 WP 002262930.1 VPIIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPD 147
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NTDB id 258 KZH43 RS03475 WP 000590640.1 TNTVKVEDTPVELLGKEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKGT.TFAENLQ 211
NTDB id 217 SPD RS03775 WP 000590640.1 TNTVKVEDTPVELLGKEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKGT.TFAENLQ 211
NTDB id 183 SPR RS03560 WP 000590640.1 TNTVKVEDTPVELLGKEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKGT.TFAENLQ 211
NTDB id 147 SP RS03905 WP 000590640.1 TNTVKVEDTPVELLGKEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKGT.TFAENLQ 211
NTDB id 1111689 HMPREF9319 RS04885 WP 003064882.1 TNTTTINGKEVEMLGKEFDLLVYFLQNQNVILPKSQIFDRIWGFDSDTTISVVEVYVSKIRKKLKGT.TFAKNLQ 211
NTDB id 362 SMU RS05200 WP 002262214.1 TNTTMVNGKEVELLGKEFDLLVYFLQNQNVILPKSQIFDRIWGFDSDTTISVVEVYVSKIRKKLKDT.TFGKNLQ 211
NTDB id 606 V4T04 RS01910 WP 003130756.1 NRTVHRGKKVIDLTRREYDLLLTLMQNVGDVVTREHLVSQVWGYEEGTETNVVDVYIRYLRNKIDV.EGQDSYIQ 217
NTDB id 413 AAK55817.1 141..845( ) AYVAKKYGEELDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYIL 221
NTDB id 374 SMU RS06885 WP 002262930.1 AFVAKKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYIL 222
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