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NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKD 75
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKD 75
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKD 75
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKD 75
NTDB id 1111688 HMPREF9319 RS04880 WP 003064880.1 MLNKLQKKLSSGTFSHFFHFFAVFTGIFVIMTVIILQIMRYGLYSSVDTSLQNAADNADDYVARTMERSDTLQSD 75
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPITEA 75
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NTDB id 259 KZH43 RS03480 WP 000491790.1 LE......N..ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYG 140
NTDB id 218 SPD RS03780 WP 000491790.1 LE......N..ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYG 140
NTDB id 184 SPR RS03565 WP 000491790.1 LE......N..ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYG 140
NTDB id 148 SP RS03910 WP 000491790.1 LE......N..ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYG 140
NTDB id 1111688 HMPREF9319 RS04880 WP 003064880.1 DSSTDAFSGGTGSSGKAKPSTGGVGLSNVSVLLYDEDGKILNALDAFVQFGTLSTTFDEDSVGEIKEQKITTIFG 150
NTDB id 363 SMU RS05195 WP 002262215.1 ENGDASF..........KVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPK..LKDIGDIVEQEAKNIYG 138
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NTDB id 259 KZH43 RS03480 WP 000491790.1 QEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQ 215
NTDB id 218 SPD RS03780 WP 000491790.1 QEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQ 215
NTDB id 184 SPR RS03565 WP 000491790.1 QEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQ 215
NTDB id 148 SP RS03910 WP 000491790.1 QEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQ 215
NTDB id 1111688 HMPREF9319 RS04880 WP 003064880.1 QTEKYHVLAVKVSS.SEYPSIKYATFLVSVRQLDEANERYVTITITVMVIFWIISVVASVYLANWTRKPIMESYE 224
NTDB id 363 SMU RS05195 WP 002262215.1 QTEKYRTVTVKVNN.DFYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYE 212
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NTDB id 259 KZH43 RS03480 WP 000491790.1 KQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAE 290
NTDB id 218 SPD RS03780 WP 000491790.1 KQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAE 290
NTDB id 184 SPR RS03565 WP 000491790.1 KQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAE 290
NTDB id 148 SP RS03910 WP 000491790.1 KQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAE 290
NTDB id 1111688 HMPREF9319 RS04880 WP 003064880.1 KQKSFVENASHELRTPLAVLQNRLESLFRRPDATILDNSESIAASLDEVRNMRILTTNLLNLARRDDGLKVELED 299
NTDB id 363 SMU RS05195 WP 002262215.1 KQKSFVENASHELRTPLAVLQNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITE 287
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TFEKTNYDEMIAERSENGNKRKTVLFHIRGIFHIENKLRAVI ENHRPQTIKVSTDKRQTLLLKQLMTI LFDNAI
VKYTDEDNEDGVE I EWDLFDTLVIKSTATDKRQSNTL IYFL

NTDB id 259 KZH43 RS03480 WP 000491790.1 VPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYL 365
NTDB id 218 SPD RS03780 WP 000491790.1 VPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYL 365
NTDB id 184 SPR RS03565 WP 000491790.1 VPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYL 365
NTDB id 148 SP RS03910 WP 000491790.1 VPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYL 365
NTDB id 1111688 HMPREF9319 RS04880 WP 003064880.1 IQPATFNEIFENYDMIAEENGKTFIGHNLAERPIKSDRTLLKQLMTILFDNAIKYTDDDGVIEFTVKTTDKQTIL 374
NTDB id 363 SMU RS05195 WP 002262215.1 IQPRFFDDTFKNYEMIARENGKKLHIINKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIF 362
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NTDB id 259 KZH43 RS03480 WP 000491790.1 LVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPS 440
NTDB id 218 SPD RS03780 WP 000491790.1 LVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPS 440
NTDB id 184 SPR RS03565 WP 000491790.1 LVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPS 440
NTDB id 148 SP RS03910 WP 000491790.1 LVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPS 440
NTDB id 1111688 HMPREF9319 RS04880 WP 003064880.1 TVADNGPGISDADKVKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDVLKGDIQVKDNQPKGTIFEVRFNRH... 446
NTDB id 363 SMU RS05195 WP 002262215.1 SVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK.. 435
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logo KKKK
NTDB id 259 KZH43 RS03480 WP 000491790.1 KKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 KKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 KKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 KKKK 444
NTDB id 1111688 HMPREF9319 RS04880 WP 003064880.1 .... 446
NTDB id 363 SMU RS05195 WP 002262215.1 .... 435
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