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NTDB id 1361 HI 0985 AAC22646.1 ..MNDITYTLLRLMQVPKLGGVGIDKILSNITLNELLNYDD.............VAFRQMGWGAIQIRRWFKPEA 60
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..MNNLQ.PLLALNRMK...RIG.........PRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDP 60
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFD.....LFRWK...KAGM....TNLGVNKLLKFFRKYDRKISLRQM..GQVAQVKSIPNFIEQYKNQDV 60
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYE.....IYKLK...KSGL....TNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDD 61
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYE.....IYKLK...KSGL....TNQQVLAVLEYGENVDQELLLGDI..AEISGCRNPAVFMERYFQIDD 61
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYE.....IYKLK...KSGL....TNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDD 61
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYE.....IYKLK...KSGL....TNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDD 61
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYE.....IYKLK...KSGL....TNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDD 61
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYE.....IYKLK...KSGL....TNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDD 61
NTDB id 1111687 HMPREF9319 RS04575 WP 003064756.1 ..MNNFE.....LFKLK...KAGL....TNLNILAILDYQEKQEKSLSLRNM..AVVSKCKNPILFMEKYKALDI 59
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQ.....LFKLK...KAGL....TNLNILNIIDYEERTQKSLSLRDM..AVVSKNKKPLIFMEHYKNLDS 59
consensus ******* ***** **!* ************************ *********************
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NTDB id 1361 HI 0985 AAC22646.1 KFIEPALVWSQ.KEGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFAT 134
NTDB id 1250 GCO85 RS13065 WP 027219989.1 DFIKTDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSR 135
NTDB id 599 KW2 RS05940 WP 021037268.1 KKLRADYKKFS......SFSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVT 129
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AHLEKEFKKIP......SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQ 130
NTDB id 497 SM12261 RS05565 WP 000705318.1 AHLEKEFQKFP......SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ 130
NTDB id 267 KZH43 RS05590 WP 000705306.1 AHLSKEFQKFP......SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ 130
NTDB id 226 SPD RS05990 WP 000705306.1 AHLSKEFQKFP......SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ 130
NTDB id 192 SPR RS05715 WP 000705306.1 AHLSKEFQKFP......SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ 130
NTDB id 157 SP RS06205 WP 000705306.1 AHLSKEFQKFP......SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ 130
NTDB id 1111687 HMPREF9319 RS04575 WP 003064756.1 KELRKEFNCFP......SVSILDDEYPLELKHCYNPPVLLFYQGNLELLNRPKMAVVGARTASATGTKSVQKIVK 128
NTDB id 407 SMU RS04605 WP 002262865.1 KALRKEFNRFP......SLSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQ 128
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NTDB id 1361 HI 0985 AAC22646.1 ELSLAGFTITSGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAA 209
NTDB id 1250 GCO85 RS13065 WP 027219989.1 EISRHGVSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQI.TENGLLLSEFPLKSPPIAG 209
NTDB id 599 KW2 RS05940 WP 021037268.1 ELNQ.SFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYL.AKYQLVLSEYSLGEKPLKY 202
NTDB id 525 SMSK321 RS06295 WP 000705298.1 GLEN.ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.SNDHLVLSEYGPGEQPLKF 203
NTDB id 497 SM12261 RS05565 WP 000705318.1 GLEN.ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPLKF 203
NTDB id 267 KZH43 RS05590 WP 000705306.1 GLEN.ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPLKF 203
NTDB id 226 SPD RS05990 WP 000705306.1 GLEN.ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPLKF 203
NTDB id 192 SPR RS05715 WP 000705306.1 GLEN.ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPLKF 203
NTDB id 157 SP RS06205 WP 000705306.1 GLEN.ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPLKF 203
NTDB id 1111687 HMPREF9319 RS04575 WP 003064756.1 ELGN.HFVIVSGLARGIDTSAHLSSLKNGGASIAVIGCGLDVYYPKENKQLQEYM.VKNHLVLSEYVAGEAPLKF 201
NTDB id 407 SMU RS04605 WP 002262865.1 DLSK.QFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYI.AKNHLLLSEYEAQSQPLKY 201
consensus **** ***!*!!!!*!!!***!**********!!!*!*!****!!********** *******!!******!***
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NTDB id 1361 HI 0985 AAC22646.1 NFPRRNRIISGLSVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILE 284
NTDB id 1250 GCO85 RS13065 WP 027219989.1 HFPLRNRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLD 284
NTDB id 599 KW2 RS05940 WP 021037268.1 HFPERNRIIAGLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILE 277
NTDB id 525 SMSK321 RS06295 WP 000705298.1 HFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLA 278
NTDB id 497 SM12261 RS05565 WP 000705318.1 HFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLA 278
NTDB id 267 KZH43 RS05590 WP 000705306.1 HFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLA 278
NTDB id 226 SPD RS05990 WP 000705306.1 HFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLA 278
NTDB id 192 SPR RS05715 WP 000705306.1 HFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLA 278
NTDB id 157 SP RS06205 WP 000705306.1 HFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLA 278
NTDB id 1111687 HMPREF9319 RS04575 WP 003064756.1 HFPERNRIIAGLSQGVIVVEAKLRSGSLITCERALEEGRDVFAIPGNILDGKSDGCHHLIKEGAKCVTSGLDILS 276
NTDB id 407 SMU RS04605 WP 002262865.1 HFPERNRIIAGLSQGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILN 276
consensus *!!*!!!!!*!!*****!*!!***!!!!!!***!*!**!*****!!*!******!!**!***!!*******!*!*
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NTDB id 1361 HI 0985 AAC22646.1 TLYQHSIHSQTEIDFDQIAVPNYTPPPDPRRLVEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLEL 359
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ELKIEHHQFTSN.......KPI.........FSLASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELEL 343
NTDB id 599 KW2 RS05940 WP 021037268.1 EYLYN...................................................................... 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 EFEF....................................................................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 EFEF....................................................................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 EFEF....................................................................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 EFEF....................................................................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 EFEF....................................................................... 282
NTDB id 157 SP RS06205 WP 000705306.1 EFEF....................................................................... 282
NTDB id 1111687 HMPREF9319 RS04575 WP 003064756.1 EYQI....................................................................... 280
NTDB id 407 SMU RS04605 WP 002262865.1 EFNF....................................................................... 280
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NTDB id 1361 HI 0985 AAC22646.1 QDLIISENGLYKRV.... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 KGAVIAVPGGYIRCEYER 361
NTDB id 599 KW2 RS05940 WP 021037268.1 .................. 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .................. 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 .................. 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 .................. 282
NTDB id 226 SPD RS05990 WP 000705306.1 .................. 282
NTDB id 192 SPR RS05715 WP 000705306.1 .................. 282
NTDB id 157 SP RS06205 WP 000705306.1 .................. 282
NTDB id 1111687 HMPREF9319 RS04575 WP 003064756.1 .................. 280
NTDB id 407 SMU RS04605 WP 002262865.1 .................. 280
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