
logo MSDNRSTHI
L
D
EEKYQTWDLSTTI

VFATDADADWEATELYAESLTDVGQDLEKKNAKSAYAKGHRLLTADSASKNDNLLAGAITELSYLMASLMSCRRLEKI
LYVYA

NTDB id 1111683 HMPREF9319 RS02590 WP 003063851.1 MSDNRSHIDEKYQWDLSTVFATDDAWEAELASLDGDLENAKAYKGRLTASSNDLLAITESYLALSCRLEKLYVYA 75
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYA 75
consensus !!!!!*!**!!! !!!*!*!!!! !! ! ! !! ! !! !*! ! !!* !! !* ! *!!!!*!!!!

logo SMKNDQDTTVAGKLYQEYQAKASTANI
LYASKQFLSEAI FAFYFYEPEFLMAQLDSDKEKAKFLAEDEFKVAEEQETPAGLGSALYADHFYFEQRLFLAKNRKQDPHVLS

NTDB id 1111683 HMPREF9319 RS02590 WP 003063851.1 SMKNDQDTTVAKYQEYQAKATAIYAKFSEIFAFYEPELMQLSKEAFEDFVAETPALSAYAHFFEQLFKRQPHVLS 150
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLS 150
consensus !!!!!!!!!!* !!!!!!!!* *! !! !!**!!! ! ! *! !*! ! !*!! ! *!!!!

logo QAEAEEELLAAGAGQDE I FGNAGAPGTDETFGNLVLDNADI ILFP I
WVPSDDGEQGDKEVI

V
E
QLTHGNF I STLLMESKDNRDI

VRKEGAYEQALMYAGTYEQF
NTDB id 1111683 HMPREF9319 RS02590 WP 003063851.1 QAEEELLAGAQEIFGAAGETFGLLDNADIIFPIVPDDEGKEIQLTHGNFISLLESKNRDVRKEAYQALYATYEQF 225
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QEAEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQF 225
consensus ! !!!!!*! *!! ** *!! *!!!!!!*!! !*! ! * !!!!!!!*!*!!! !!*!! !! !*!*!!!!!

logo QHTYAKQTLQGTNVVKVHNYEQAKRVHRHFYKNSAREHAALASANF IPESVYDSTL ILESTVNAKHNLPLLHRYLVDELRKKI
VLGKLDDELKMY

NTDB id 1111683 HMPREF9319 RS02590 WP 003063851.1 QHTYAKTLQTNVKVHNYEARVHHFKSAREAALSANFIPESVYDTLIETVNANLPLLHRYVELRKKILKLDDLKMY 300
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QHTYAQTLQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMY 300
consensus !!!!! !!! !!!!!! !*!*!* !!!*!!! !!!!!!!!!!*!*!*!! *!!!!!!!**!!!!*! !!*!!!!

logo DI
V
H
YTPLSEMTDEMTASFLTYEEASLKVKAEDEVLAI

VFGEKEYSEKGRVHARAFTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQ
NTDB id 1111683 HMPREF9319 RS02590 WP 003063851.1 DIHTPLSEMDMSFTYEEALVKAEDVLAVFGKEYSERVHRAFTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQ 375
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQ 375
consensus !**!!!!! * !!!! ! !!!*!!!*!! !!! !! !!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!

logo DTLDNLFTLVHETGHSLHSTFTREQNTQPYVYGDYPS I FLAE IASTTNENI LTETLLKEVDKDDKATRFAI LNHYLDGFK
NTDB id 1111683 HMPREF9319 RS02590 WP 003063851.1 DTLDNLFTLVHETGHSLHSTFTRENQPYVYGDYSIFLAEIASTTNENILTETLLKEVDDDKARFAILNHYLDGFK 450
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFK 450
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!

logo

G
STI

VFRQATQFAEFEDHAI IHEKADAQASGEQI
VLTASDFYLMNKQLYADLNEKYYGNLKSAKAEDNPYE IQFYEWAER IPHFYMYNYYVYQYATG

NTDB id 1111683 HMPREF9319 RS02590 WP 003063851.1 STIFRQAQFAEFEDIIHKADQAGEVLTSDYLNQLYADLNEKYYGLSKADNPEIQYEWARIPHFYYNYYVYQYATG 525
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATG 525
consensus !*!!! !!!!!!* !! !! ! *!! !**! !!!!!!!!!! ! !!*!!!*!! !!!!!! !!!!!!!!!!



logo FAAASYLADEKI
VVHGTEQAEDI

K
D
E
A
RYLDTYLKAGNSSDYPLENVIKKAGVDMTNTSTADYLDAAFKR I

VFEDERLDVELEAL IVEKGAVHL
NTDB id 1111683 HMPREF9319 RS02590 WP 003063851.1 FAAASYLADKVVHGTQADIDRYLDYLKAGNSDYPLNVIKKAGVDMTTSAYLDAAFRIFEERLDELEALIEKGAHL 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHL 600
consensus !!!!!!!!*!*!!!! ! * !! !!!!! !!!!! !!!!!!!!!! * !!!!!!**!!*!! !!!!!*!!! !!

logo

S
NTDB id 1111683 HMPREF9319 RS02590 WP 003063851.1 . 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 S 601
consensus *

X non conserved

X similar

X ≥ 50% conserved


