
logo ML
R
F
S
T
VAI

L
RDSEANRNGKRE I

L
I
V
S
NLVLDELDRDI

K
E
P
L
A
L
E
N
T
K
G

Q
K
N
A
F
Y
V
Y
TCPSACHRGSGAEQVLLRHI

LKRNQGKQP I
V
S
K
M
V
V
R
I
L
P
THFAHVKTSLDKKSDCNDLFSWYFLSFENESESPQEHLEGQALNKAKEAIVSLYQH

NTDB id 598 KW2 RS08500 WP 021037660.1 MRTAIDENNKIINLLELDRKELTGKFYCPSCHSELLIKNGQIKVLHFAHKSLKSCNLWLENESEQHLGLKKILYQ 75
NTDB id 1111682 HMPREF9319 RS02585 WP 003063849.1 MLSALDENGRLVSLLD..DIPANQNFVCPACRSAVRLKNGKVMRPHFAHVSLDKCDFYSENESSEHLQLKAALYH 73
NTDB id 265 KZH43 RS04315 WP 000495911.1 MFVARDARGELVNVLE..DKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYH 73
NTDB id 224 SPD RS04655 WP 000495911.1 MFVARDARGELVNVLE..DKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYH 73
NTDB id 190 SPR RS04415 WP 000495911.1 MFVARDARGELVNVLE..DKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYH 73
NTDB id 155 SP RS04850 WP 000495909.1 MFVARDARGELVNVLE..DKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYH 73
NTDB id 495 SM12261 RS04415 WP 000495920.1 MFVARDSRGELVNVLE..DKLEKQAYTCPACGGQLRLRQGPSVRIHFAHKTLKDCDFSSENESPEHLENKEVLYH 73
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NTDB id 598 KW2 RS08500 WP 021037660.1 WFKRTDKVEIERYLPELNQRPDLLVNDKIAIEIQCSHLSIKRLKERTENYKTHGFKVLWLMGKDLWLAEQVTELQ 150
NTDB id 1111682 HMPREF9319 RS02585 WP 003063849.1 AVSRTEQVVVEKVLPDLHQVADLFVNDNLALEVQCSRLSEQRLFQRTKAYQSHGIQVLWLLGEKLWLGNRLSPLQ 148
NTDB id 265 KZH43 RS04315 WP 000495911.1 WLKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQ 148
NTDB id 224 SPD RS04655 WP 000495911.1 WLKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQ 148
NTDB id 190 SPR RS04415 WP 000495911.1 WLKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQ 148
NTDB id 155 SP RS04850 WP 000495909.1 WLKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQ 148
NTDB id 495 SM12261 RS04415 WP 000495920.1 WLKKEAEVQLEYLLPELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGKKLWLKERLTRLQ 148
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NTDB id 598 KW2 RS08500 WP 021037660.1 KNLVYFSENRGFFYWELDFQRKKLRLKSLIHEDLRGRIICLQEEIPFGKGRLIAHLRLPYLAQKLVKIPTFKDSK 225
NTDB id 1111682 HMPREF9319 RS02585 WP 003063849.1 RHFLYFSQNMGFHLWELDVTKQLIRLHYLIYEDLHGKVHYLTKTCSFSD.DIMAFFRLPYRQQKLSTYEVNQDQT 222
NTDB id 265 KZH43 RS04315 WP 000495911.1 QGFLYFSQNMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKD 223
NTDB id 224 SPD RS04655 WP 000495911.1 QGFLYFSQNMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKD 223
NTDB id 190 SPR RS04415 WP 000495911.1 QGFLYFSQNMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKD 223
NTDB id 155 SP RS04850 WP 000495909.1 QGFLYFSQNMGFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKRQKISHFTVSEDKD 223
NTDB id 495 SM12261 RS04415 WP 000495920.1 QGFLYFSQNMGFYVWELDSEKQVLRLKYLIHQDLRGKLHYQIKEFPYGHGSLLEILRFPYKKQKISHFTVSQDKD 223
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NTDB id 598 KW2 RS08500 WP 021037660.1 LSSFIRQQLYYQSPKWMKIQEKYYQKGENLLTKKFEGPYIAPLGLNLLENFTDEMTITTFTQIDQNVKLYYENFL 300
NTDB id 1111682 HMPREF9319 RS02585 WP 003063849.1 LLTYIQKQLSSRHSIWLKRQEEAYLQGKNLLSLPLAAYFPQVRPFD.........FVEGFCQISQDLSPFYENFH 288
NTDB id 265 KZH43 RS04315 WP 000495911.1 ICRYIRQQLYYQNLFWMKEQAEAYQKGENILTYGLKEWYPQIRPI...........VGKFFQIEQDLTSYYQHFY 287
NTDB id 224 SPD RS04655 WP 000495911.1 ICRYIRQQLYYQNLFWMKEQAEAYQKGENILTYGLKEWYPQIRPI...........VGKFFQIEQDLTSYYQHFY 287
NTDB id 190 SPR RS04415 WP 000495911.1 ICRYIRQQLYYQNLFWMKEQAEAYQKGENILTYGLKEWYPQIRPI...........VGKFFQIEQDLTSYYQHFY 287
NTDB id 155 SP RS04850 WP 000495909.1 ICRYIRQQLYYQNLFWMKEQAEAYQKGENILTYGLKEWYPQIRPI...........VGKFFQIEQDLTSYYQHFY 287
NTDB id 495 SM12261 RS04415 WP 000495920.1 ICRYIRQQLYYQNPIWMKEQAEAYKKGENLLTYGLKEWYPQIRPL...........VGNFCQIEQDLIRYYLYFQ 287
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NTDB id 598 KW2 RS08500 WP 021037660.1 INFQRN...SLEMLYPPRSYAIMGKQKKEK 327
NTDB id 1111682 HMPREF9319 RS02585 WP 003063849.1 RFYQNQTEKERQWLYPPAYYDKMVNKPQ.. 316
NTDB id 265 KZH43 RS04315 WP 000495911.1 TYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
NTDB id 224 SPD RS04655 WP 000495911.1 TYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
NTDB id 190 SPR RS04415 WP 000495911.1 TYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
NTDB id 155 SP RS04850 WP 000495909.1 TYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 TYYQENPQNDWQMLYPPAFYQQYFLKNMVE 317
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