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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLIL....FICSILLALFRKYYLMIPILIVFAVFFLLINSLSI 69
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 ...MIKYFPIKPIQLAFLLILLYYFCFSKVIGCLMFLLLALVFLWQQYGWKAWCQVCLCLTCFAVFFLTKANQTE 72
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFLFQNWQQS 75
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVLVICGIFGFWFVFQNWQQS 75
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQS 75
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQS 75
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQS 75
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQS 75
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NTDB id 596 KW2 RS08720 WP 021037686.1 RDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQR 144
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 QAYQAAPDHLTKIQMIPDTISVNGDLLSFRGKEAGRTYQIFYTLKSEKEQHFFKTLSQTVVLSGDMDLEEATPQR 147
NTDB id 494 SM12261 RS04305 WP 000942409.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQR 150
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKR 150
NTDB id 189 SPR RS04300 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQR 150
NTDB id 223 SPD RS04540 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQR 150
NTDB id 154 SP RS04735 WP 000942394.1 QASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQR 150
NTDB id 264 KZH43 RS04200 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQR 150
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NTDB id 596 KW2 RS08720 WP 021037686.1 NFNGFDDQKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDF 215
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 NFDGFDYRTYLKHEGIYRVVNLSAINNVELVHKTTLWDKLHDVRRKAIVSIQQHFPAPMQHYMTGLLFGYLDKSF 222
NTDB id 494 SM12261 RS04305 WP 000942409.1 NFGGFDYQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDF 225
NTDB id 522 SMSK321 RS04965 WP 000942453.1 NFGGFDYQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDF 225
NTDB id 189 SPR RS04300 WP 000942407.1 NFGGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDF 225
NTDB id 223 SPD RS04540 WP 000942407.1 NFGGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDF 225
NTDB id 154 SP RS04735 WP 000942394.1 NFGGFNYQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDF 225
NTDB id 264 KZH43 RS04200 WP 000942407.1 NFGGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDF 225
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NTDB id 596 KW2 RS08720 WP 021037686.1 NQMSDIYSSLGIIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI. 289
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 DEMSDVYTSLGIIHLFALSGMQVGFFVGAFRFFFLRLGLRRDYVDILQIPFSLVYAGLTGFSVSVIRSLIQSAFA 297
NTDB id 494 SM12261 RS04305 WP 000942409.1 EEMNGLYSSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLA 300
NTDB id 522 SMSK321 RS04965 WP 000942453.1 EEMNELYSSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLA 300
NTDB id 189 SPR RS04300 WP 000942407.1 EEMNELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLA 300
NTDB id 223 SPD RS04540 WP 000942407.1 EEMNELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLA 300
NTDB id 154 SP RS04735 WP 000942394.1 EEMNELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLA 300
NTDB id 264 KZH43 RS04200 WP 000942407.1 EEMNELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLA 300
consensus **!***!*!!!!!!!!!!!!!!!*!!* *!****!!*!!**********!!!**!!**!!*!*!!*!*!*!****



logo

N

Q
L
H
R
G
I
L
V
T
K
K
S
GLDNI

L
F
G
A
V
LTLTVFLVLMFLI IVSMPKNFLFFLTMTAGGI

Q
VLTSFLCFTAYAFVI ILSTFMI

L
T
N
S
HPF

K
D
S
E
D
N
G
I
L
N
S
E
R
G
Y
L
Q
KKAI

V
I
L
T
A
A
T
R
SESALTVLI SLACGSVI LPLI L ISHFDFYF

NTDB id 596 KW2 RS08720 WP 021037686.1 ..RLTSLDNIGVTTLVLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDF 362
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 NLGIKKLDNLALTLFVLFIVMPNFLLTMGGILSFTYAFILSFIN..FDDISRYQKIIAESLTISLASLPLLIHFF 370
NTDB id 494 SM12261 RS04305 WP 000942409.1 QHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEG.EGLKAVARESLVISLGILPILSFYF 372
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QHGVKGLDNFALTVLVLFIIMPNFFLTAGGVLSCAYAFILTMTS..KEG.EGLKAVARESLVISLGILPILSFYF 372
NTDB id 189 SPR RS04300 WP 000942407.1 QHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEG.EGLKAVASESLVISLGILPILSFYF 372
NTDB id 223 SPD RS04540 WP 000942407.1 QHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEG.EGLKAVASESLVISLGILPILSFYF 372
NTDB id 154 SP RS04735 WP 000942394.1 QHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEG.EGLKAVTSESLVISLGILPILSFYF 372
NTDB id 264 KZH43 RS04200 WP 000942407.1 QHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEG.EGLKAVASESLVISLGILPILSFYF 372
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NTDB id 596 KW2 RS08720 WP 021037686.1 HIFQPLSILLTIIFGFLFDFMLLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELII 437
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 AVFQPLSVLLTAIFSVAFDTIMLPMLSIIFILSPLVKLTCFNGCFVFLETVIKHTKAILGGPIVFGKPNLGILVL 445
NTDB id 494 SM12261 RS04305 WP 000942409.1 AEFQPWSILLTFVFSFLFDLVFLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILIL 447
NTDB id 522 SMSK321 RS04965 WP 000942453.1 AEFQPWSILLTFVFSFLFDLVFLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLIL 447
NTDB id 189 SPR RS04300 WP 000942407.1 AEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLIL 447
NTDB id 223 SPD RS04540 WP 000942407.1 AEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLIL 447
NTDB id 154 SP RS04735 WP 000942394.1 AEFQPWSILLTFVFSFLFDLVFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLIL 447
NTDB id 264 KZH43 RS04200 WP 000942407.1 AEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLIL 447
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NTDB id 596 KW2 RS08720 WP 021037686.1 LFVLIGLFVDSFSHKKRRFFLVGFIFLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP.. 510
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 LFLMLGVLYDCWRRKKTAIFLVSLVALLFFQIKHPLENEVTVVDIGQGDSIFVRDVKG.NTLLIDVGGKVSFSE. 518
NTDB id 494 SM12261 RS04305 WP 000942409.1 LLISLALVYDLRKNIKRLAVLSLLITGLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKK 521
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LLISLALVYDLRKNIKRLAVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKK 521
NTDB id 189 SPR RS04300 WP 000942407.1 LLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKK 521
NTDB id 223 SPD RS04540 WP 000942407.1 LLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKK 521
NTDB id 154 SP RS04735 WP 000942394.1 LLISLALVYDLRKNIKGLTVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKK 521
NTDB id 264 KZH43 RS04200 WP 000942407.1 LLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKK 521
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NTDB id 596 KW2 RS08720 WP 021037686.1 QKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKK 585
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 KNAWQERLTDSNAERTLIPYLNSRGVGKIDQLVLTHTDTDHMGDMLEVAKQVKIGEILVSQGSLTKPDFVAKLQA 593
NTDB id 494 SM12261 RS04305 WP 000942409.1 IEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQA 596
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQA 596
NTDB id 189 SPR RS04300 WP 000942407.1 IKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQA 596
NTDB id 223 SPD RS04540 WP 000942407.1 IKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQA 596
NTDB id 154 SP RS04735 WP 000942394.1 IKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQA 596
NTDB id 264 KZH43 RS04200 WP 000942407.1 IKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQA 596
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NTDB id 596 KW2 RS08720 WP 021037686.1 AKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVL 660
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 MKTKVRVVTAGDVLPIMGSHLQVLYPSQTGDGGNNDSVVLYGNLLGKNFLFTGDLEEEGEQELIATYPNLPVDVL 668
NTDB id 494 SM12261 RS04305 WP 000942409.1 TQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVL 671
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVL 671
NTDB id 189 SPR RS04300 WP 000942407.1 TQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVL 671
NTDB id 223 SPD RS04540 WP 000942407.1 TQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVL 671
NTDB id 154 SP RS04735 WP 000942394.1 TQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVL 671
NTDB id 264 KZH43 RS04200 WP 000942407.1 TQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVL 671
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NTDB id 596 KW2 RS08720 WP 021037686.1 KVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTV 735
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 KAGHHGSKGSSSSEFLAHISPQIALISAGQNNRYKHPHQETLERFRVQNMTIYRTDEQGAIRFRGLN.HWKIETV 742
NTDB id 494 SM12261 RS04305 WP 000942409.1 KAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRLETINSKVYRTDQHGAIRFKGWN.SWKVETV 745
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGWN.SWKIESV 745
NTDB id 189 SPR RS04300 WP 000942407.1 KASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESV 745
NTDB id 223 SPD RS04540 WP 000942407.1 KASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESV 745
NTDB id 154 SP RS04735 WP 000942394.1 KASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESV 745
NTDB id 264 KZH43 RS04200 WP 000942407.1 KASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESV 745
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NTDB id 596 KW2 RS08720 WP 021037686.1 R 736
NTDB id 1111681 HMPREF9319 RS02545 WP 041972902.1 R 743
NTDB id 494 SM12261 RS04305 WP 000942409.1 G 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 R 746
NTDB id 189 SPR RS04300 WP 000942407.1 R 746
NTDB id 223 SPD RS04540 WP 000942407.1 R 746
NTDB id 154 SP RS04735 WP 000942394.1 R 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 R 746
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