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NTDB id 613 LCA RS05340 WP 231952379.1 MM..WQDYWQRYRRFWWVPCLVL.LGIIAGGFYWHQSQQKQKVTQNEQL.....LATSASKT.......KPATKK 60
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNRL..FVSVIAV.LMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSK 72
NTDB id 1111680 HMPREF9319 RS02540 WP 003063831.1 MIEEIKEKLLENKT..LAAVLGIILVMIIGFFAWLNVTKTTADAQN....DLPALSTTFSTSS....SASDLKTE 65
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .MESIIEKIKEYKI..IVICTGLG.LLVGGFFLLKPAPHTPVKETN....LQAEVVAISKDSS....TEKDVKKE 63
NTDB id 493 SM12261 RS04300 WP 000387351.1 .MEAIIEKIKEYKI..IVICTGLG.LLVGGFFLLKPAPQTPVKETN....LQAEVVAVSKDSV....SEKEVKKE 63
NTDB id 153 SP RS04730 WP 000387344.1 .MEAIIEKIKEYKI..IVICTGLG.LLVGGFFLLKPAPQTPVKETN....LQAEVAAVSKDSS....TEKEVKKE 63
NTDB id 263 KZH43 RS04195 WP 000387330.1 .MEAIIEKIKEYKI..IVICTGLG.LLVGGFFLLKPAPQTPVKETN....LQAEVAAVSKDLV....SEKEVNKE 63
NTDB id 222 SPD RS04535 WP 000387330.1 .MEAIIEKIKEYKI..IVICTGLG.LLVGGFFLLKPAPQTPVKETN....LQAEVAAVSKDLV....SEKEVNKE 63
NTDB id 188 SPR RS04295 WP 000387330.1 .MEAIIEKIKEYKI..IVICTGLG.LLVGGFFLLKPAPQTPVKETN....LQAEVAAVSKDLV....SEKEVNKE 63
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NTDB id 613 LCA RS05340 WP 231952379.1 THQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVT 135
NTDB id 300 STER RS07485 WP 011681496.1 TEGSEKVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVS 146
NTDB id 1111680 HMPREF9319 RS02540 WP 003063831.1 RSSSQTETQKMFVDIKGAVKNEGVYELSNG.SRVTDVVKLAGGFTEDADKKSVNLAEKVTDESVIYVARVDENVA 139
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EKEEPVEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESA 137
NTDB id 493 SM12261 RS04300 WP 000387351.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAA 137
NTDB id 153 SP RS04730 WP 000387344.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV 137
NTDB id 263 KZH43 RS04195 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV 137
NTDB id 222 SPD RS04535 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV 137
NTDB id 188 SPR RS04295 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV 137
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LGPAGKKRAEQQDVI IADYHRDEESAHQNGGKFQSKQS
NTDB id 613 LCA RS05340 WP 231952379.1 DQELIQAPQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQ 210
NTDB id 300 STER RS07485 WP 011681496.1 VLDQTGTG...............QVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQS 206
NTDB id 1111680 HMPREF9319 RS02540 WP 003063831.1 PATT...N...............SQANGSAQQEESSDKINLNTATLAELQTISGIGAKRAQDIIDYRDANGGFSS 196
NTDB id 521 SMSK321 RS04960 WP 000443804.1 SQHT...G...............S...GAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKS 191
NTDB id 493 SM12261 RS04300 WP 000387351.1 SQQA...G...............P...GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKS 191
NTDB id 153 SP RS04730 WP 000387344.1 SQQT...G...............S...GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKS 191
NTDB id 263 KZH43 RS04195 WP 000387330.1 SQQT...G...............L...GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKS 191
NTDB id 222 SPD RS04535 WP 000387330.1 SQQT...G...............L...GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKS 191
NTDB id 188 SPR RS04295 WP 000387330.1 SQQT...G...............L...GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKS 191
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NTDB id 613 LCA RS05340 WP 231952379.1 IEDLQKVGGIGPKTFEQLQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 VDDLKNVSGIGDKTLDKIRESLYVA 231
NTDB id 1111680 HMPREF9319 RS02540 WP 003063831.1 VDDLANVSGIGEKTLEKLKSEVTVD 221
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 VDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 VDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 VDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 VDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 VDELKKVSGIGGKTIEKLKDYVTVD 216
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