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consensus *** * * ** * * ! * ** ** * * * **** *

logo

A
V
M
L
E
M
V
A
Q
T
H

V
T
I
A
I
V
L
E
S
E
K
S
T
R
Q

W
K
L
S
T
Q
N
G
V
IP I

V
K
S
T
E
Q
G
E
Q
D
K
I
M
L
A
K
T
K
E
Q
A
S
T
K
D
E
T
A
S
Q
T
D
K
S
R
K
Q
Y
L
L
I
H
N
M
LAEKNRSADE I

D
ELKHATSKHRVVIGQEDAQEDAI

V
V
D
S
A
S
K
V
IASRKAVIRRSANQRASVGVILAKRGKVDSTSGHPRKNRPMIGSF ILMFVLGPTGVGK

NTDB id 601 KW2 RS02615 WP 021036805.1 EQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGK 487
NTDB id 281 KZH43 RS03550 WP 000882517.1 EHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGK 493
NTDB id 245 SPD RS03860 WP 000882517.1 EHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGK 493
NTDB id 243 SPR RS03635 WP 000882517.1 EHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGK 493
NTDB id 241 SP RS04015 WP 000882523.1 EHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGK 493
NTDB id 1111679 HMPREF9319 RS02300 WP 003063723.1 EAIVEEKTNIPVGDLKEKEQSQLINLADDLKTHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGK 500
NTDB id 378 SMU RS02690 WP 002263569.1 EVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGK 494
NTDB id 85 BSU 00860 NP 387967.1 AMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGK 551
NTDB id 610 V4T04 RS10165 WP 012897346.1 VAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGK 560
NTDB id 290 KZH43 RS10025 WP 001109677.1 LTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGK 555
NTDB id 289 SPD RS10700 WP 001109677.1 LTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGK 555
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NTDB id 329 STU RS10020 WP 011225298.1 MQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGK 561
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