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LEMPGGAYDIRSVLVTVDNHNKEDDKEDKGSYNFV
NTDB id 1111678 HMPREF9319 RS02035 WP 003063624.1 MAILKRFKEILKKLGRILYRFKWWILGVVGIVFLLFSLLYPLDYYIEMPGGAYDIRSVLTVDNKEDDEDGSYNFV 75
NTDB id 360 SMU RS02495 WP 002262039.1 ..............MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFV 61
consensus ************** * *!!!!** * ** !! *!!*!!*!!!!!!!!!!!!*!! *!!! ! !!!!!!

logo AVSTLVSKQATLPAIQLVLVYAWLTPFYTE I STSTAAKDETVTGGVYSDNADYLMRINEQFYYMETSQNGTAI
TYKQALSTLAGHKEKASTFLDNYMQGVYVL

NTDB id 1111678 HMPREF9319 RS02035 WP 003063624.1 AVTVSQATLAQLVYAWLTPYTEISTAADVTGGYSNADYLRINEYYMETSQNTATYQALTLAGKEATLDYQGVYVL 150
NTDB id 360 SMU RS02495 WP 002262039.1 AVSLSKATPIQVLYAWLTPFTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVL 136
consensus !!**! !!* !**!!!!!!*!!!**! * !!! ! !!!*!!! *!!!!!!! ! ! !!*!!*! !* ! !!!!!
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VLNIASDTVTGVNDGKQTFHNSSAKEL IMAKYVASDGLDKLGSEKVSTVQYTSDEGNEKAKKETAKTGKI
V I EKLSNGKNGIG IG

NTDB id 1111678 HMPREF9319 RS02035 WP 003063624.1 NVSDNSTFKGILNISDTVTGVNGQTFNSSAELMAYVADLDLGSEVTVQYTSDGEAKEATGKIIELSNGKNGIGIG 225
NTDB id 360 SMU RS02495 WP 002262039.1 QVSRNSTFKGVLNIADTVTGVNDKTFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIG 211
consensus *!! !!!!!!*!!! !!!!!!! !!*!! !!* !! ! !!! !*!!!!!* ! ! !!*! !!!!!!!!!!!

logo LVDHTKSVSTSDDVDKI
V
E
NFDSTNSGI

VGGPSAGLMFTLDIYDQLNVKSEDLRKGR I
KIAGTGTI EGESDGSVGDIGGAADLMKVAVAAADKR

NTDB id 1111678 HMPREF9319 RS02035 WP 003063624.1 LVDHTSVSSDVDVNFDTSGVGGPSAGLMFTLDIYDQLNSEDLRKGRKIAGTGTIESDGSVGDIGGAALKVVAAAK 300
NTDB id 360 SMU RS02495 WP 002262039.1 LVDHTKVTSDDKIEFSTNGIGGPSAGLMFTLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADR 286
consensus !!!!! !*!! * ! ! !*!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!! !!!!!!!!!! *!! !! *
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NTDB id 1111678 HMPREF9319 RS02035 WP 003063624.1 AGADIFFVPNNPVDEETLKKDPDAKTNYEEAVAAAKDLDTDMKIVPVTTVQEAIDYLRNND 361
NTDB id 360 SMU RS02495 WP 002262039.1 INADIFFVPNNPVSKATLKKNPKALTNYQEAKQAAKKLGTKMKIVPVKNVQEAIDYLRKH. 346
consensus !!!!!!!!!!! !!!! ! ! !!! !! !!! ! ! !!!!!! !!!!!!!!! **
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