
logo MLKI
LENKI

VTGGYI
ANIPVLKNDI

V
S
TFEVGADGEL IVGL IGLNGAGKSTTINE I IGLLTPYQGGQI SA IDGLTLIAQQNDQPAESYRKQK

NTDB id 1111672 HMPREF9319 RS01470 WP 003063393.1 MLKIENITGGYINIPVLKNISFEVGDGELIGLIGLNGAGKSTTINEIIGLLTPYQGQISIDGLTLAQNQAEYRKK 75
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQK 75
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQK 75
consensus !!!*!**!!!!*!!!!!!***!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!**!**!*!!*!

logo IGFY IPETPSLYEELTLREHLETVALMAYDGLNDYVDTEAGMVARATDEKLYLEKLFRLSDDEKLEDWFP I
T
N
QFSKGMKQKVMI ICAFMIVN

NTDB id 1111672 HMPREF9319 RS01470 WP 003063393.1 IGFIPETPSLYEELTLREHLETVAMAYDLNYDEAMARATELLELFRLSDKLEWFPINFSKGMKQKVMIICAFMVN 150
NTDB id 473 HSISS4 RS07770 WP 021143710.1 IGYIPETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVN 150
NTDB id 481 STER RS07730 WP 002951673.1 IGYIPETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVN 150
consensus !!*!!!!!!!!!!!!!!!!!!!!*!!!*!***!*!*!!***!*!!!!**!!*!!!**!!!!!!!!!!!!!!!*!!

logo PSLF IVDEPFLGLDPLAI SDLTI ELLAQEEKANKGKSAI LMSTHVLDASAEKMCDCRFVI LHQHGKQVIRLATQGTI
L
A
D
EELREQATFGD

NTDB id 1111672 HMPREF9319 RS01470 WP 003063393.1 PSLFIVDEPFLGLDPLAISDLTELLAQEKAKGKAILMSTHVLDAAEKMCDCFVILHQGKIRATGTLAELREAFGD 225
NTDB id 473 HSISS4 RS07770 WP 021143710.1 PSLFIVDEPFLGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGD 225
NTDB id 481 STER RS07730 WP 002951673.1 PSLFIVDEPFLGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGD 225
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!*!!!*!!*!!!!!!!!!*!!!!!!*!!!!!*!***!*!!**!!!**!!!

logo

D
E
S

T
SATSLNDIYMS

QLTKEGVELS
NTDB id 1111672 HMPREF9319 RS01470 WP 003063393.1 ETATLNDIYMSLTKEV.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 DSASLNDIYMQLTKGELS 243
NTDB id 481 STER RS07730 WP 002951673.1 SSASLNDIYMQLTKGELS 243
consensus **!*!!!!!!*!!!****

X non conserved

X similar

X ≥ 50% conserved


