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NTDB id 1111668 HMPREF9319 RS00920 WP 013851436.1 MLGILTFIIVFGILVIVHEFGHLYFAKKSGILVREFSIGMGPKIFSHIDKEGTAYTIRILPLGGYVRMAGWGDDT 75
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT 75
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT 75
consensus !**!*!!***!***!**!!!!!**!!!*!!!!!!!!*!!!!!!!!*!**!*!!*!!!!!!!!!!!!!!!!!!*!!

logo TE IKTGTSPASLTLNGQKDGLKVTRR INLSQDKRQLVDNQTALPMNVTAYDLEDKLETITGLVLDGETKTYSEVDHDATIVEEDGTE
NTDB id 1111668 HMPREF9319 RS00920 WP 013851436.1 TEIKTGTPASLTLNQDGLVTRINLSQKQLDNTALPMNVTAYDLEDKLEITGLVLDETKTYSVDHDATIVEEDGTE 150
NTDB id 291 STER RS01205 WP 011680685.1 TEIKTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTE 150
NTDB id 323 STU RS10650 WP 011225396.1 TEIKTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTE 150
consensus !!!!!!*!!!!!!**!!*!*!!!!!**!*!*!!!!!!!!!!!!!!!!*!!!!!!*!!!!!*!!!!!!!!!!!!!!
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NTDB id 1111668 HMPREF9319 RS00920 WP 013851436.1 IRIAPLDVQYQNATVWGRLITNFAGPLNNFILGTIVFILLVFMQGGVQDTSTNVIQVTDGGAMQAAGVESGDRVL 225
NTDB id 291 STER RS01205 WP 011680685.1 LRIAPKDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIV 225
NTDB id 323 STU RS10650 WP 011225396.1 LRIAPKDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIV 225
consensus *!!!!*!!!!!!!**!!!!!!!!!!!*!!!!!!**!!!*!*!*!!!!!!!!!!*!!!**!!!*!**!***!!***
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FSSKGDTS ILSVTVEKTRSSNGKQTEETLIDS IVTKPQKENSNQGSYYF ILGVTSRPVLKTGFLWKDKVITFGGF
NTDB id 1111668 HMPREF9319 RS00920 WP 013851436.1 SIENYDISNWSDLTEAVTKVTENISSGDTISVTVETSSGKTETLDITPQENNGSYYIGVTRVLKTGFWDKVTGGF 300
NTDB id 291 STER RS01205 WP 011680685.1 AINKDKVTDWDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGF 300
NTDB id 323 STU RS10650 WP 011225396.1 AINKDKVTDWDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGF 300
consensus *!*******!**!*!!****!***!*!!**!!!!**!*!**!!****!!***!!!**!!**!!!!!**!!**!!!

logo QMAWQESGATAI LTAATLKGL I STNFSLDNKLGGPVAMYFQAMSSAQAASSENSGLTI SVI LYDLLMAGLMLSMINLGIVFNL IP IPALDGGKI LV
NTDB id 1111668 HMPREF9319 RS00920 WP 013851436.1 QMAWQSATAILTALKGLISNFSLDKLGGPVAMYQASSQAASNGLTSVLYLLALLSMNLGIVNLIPIPALDGGKIL 375
NTDB id 291 STER RS01205 WP 011680685.1 QMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIV 375
NTDB id 323 STU RS10650 WP 011225396.1 QMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIV 375
consensus !!!!**!!!!!**!!!!!*!!!!*!!!!!!!!*!*!*!!***!!*!*!*!***!!*!!!!*!!!!!!!!!!!!!*
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NTDB id 1111668 HMPREF9319 RS00920 WP 013851436.1 MNLIEIVRRKPLKQETETYITLVGVVIMLVLMIAVTWNDIMRVFF 420
NTDB id 291 STER RS01205 WP 011680685.1 MNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 MNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus !!*!!**!!!!!*!!*!*!!!!*!!**!*!!!!!!!!!!!!!*!!
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