
logo MNDFEKI ETAAYENL ILLEDNI
CQLR I

LENTEQLKHTHI
LYDAL I EQNSAFCYLGAEGASDEDEFVIAKAENNEKKLRQLANLTSKEEWRRASFQF I F I

NTDB id 1111665 HMPREF9319 RS00420 WP 003062926.1 MNFEKIETAYELILENIQLIENELKTHIYDALIEQNSFYLGAEGASEEVAANNEKLRQLALTKEEWRRAFQFIFI 75
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFI 75
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFI 75
consensus !*!!!!!*!!*!*!*!*!**!**!*!!*!!!!!!!!**!!!!!!!******!!*!!!!!*!*!!!!!!*!!!!!!

logo KAGTQTSEQQLQASNHQFTPDAS IGF I LI LFYL ILENGLTDNSKDSKQI
LDLI LI E IGSGTGNLAQETFI LVNNSSKESLINDYI

L
MGI EVDDLL IDLS

NTDB id 1111665 HMPREF9319 RS00420 WP 003062926.1 KAGQTEQLQANHQFTPDAIGFILLFLIENLTDSDKIDLLEIGSGTGNLAQTFLNNSSKELNYLGIEVDDLLIDLS 150
NTDB id 392 SMU RS09000 WP 002263442.1 KATQSQQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLS 150
NTDB id 401 FSA28 RS09370 WP 002291646.1 KATQSQQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLS 150
consensus !!*!**!!!*!!!!!!!*!!!!*!*!*!*!!*****!**!!!!!!!!!!*!**!!!!!***!*!!!!!!!!!!!!

logo AS IAEDVMLDSDSAVRHF IVQEDAVRPQI LQKESDI
V I I SDLPVGFYPNDDKIAKQRYKQVASASKDLEGHTYAHHLLMEQSLKYLKKDEG

NTDB id 1111665 HMPREF9319 RS00420 WP 003062926.1 ASIAEVMDSDARFIQEDAVRPQILQESDVIISDLPVGFYPNDDIAKRYKVASSDEHTYAHHLLMEQSLKYLKKDG 225
NTDB id 392 SMU RS09000 WP 002263442.1 ASIADVLDSSVHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEG 225
NTDB id 401 FSA28 RS09370 WP 002291646.1 ASIADVLDSSVHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEG 225
consensus !!!!*!*!!***!*!!!!!!!!!!*!!!*!!!!!!!!!!!!!*!!*!!*!!****!!!!!!!!!!!!!!!!!!*!

logo

I
LAVI FLAPVSDLLTSKEQSDPLLKQKWLKQDNYNAVDTI ILAVITSLPESAI FGKNQAKASNAIKS I FVLKKQASAQQTSPLETSFVYPLSTDLQSDRPETV

NTDB id 1111665 HMPREF9319 RS00420 WP 003062926.1 IAVFLAPVSLLTSKQSDLLKQWLKDYADIIAVITLPESIFGNAANAKSIFVLKKQAAQTPETFVYPLSDLQSRET 300
NTDB id 392 SMU RS09000 WP 002263442.1 LAIFLAPVDLLTSEQSPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEV 300
NTDB id 401 FSA28 RS09370 WP 002291646.1 LAIFLAPVDLLTSEQSPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEV 300
consensus *!*!!!!!*!!!!*!!*!!!*!!*****!*!!!*!!!*!!****!*!!!!!!!!!**!**!*!!!!!*!!!**!*

logo LTRDRF IMGKKNFQKKWKVEDNMVNFFKKNVI
NTDB id 1111665 HMPREF9319 RS00420 WP 003062926.1 LTDFIGKFQKWKVDNMNFKKNVI 323
NTDB id 392 SMU RS09000 WP 002263442.1 LRRFMKNFKKWKEDNVF...... 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 LRRFMKNFKKWKEDNVF...... 317
consensus !**!***!*!!!*!!**
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