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NTDB id 587 KW2 RS10850 WP 042211510.1 .......MQTDILRLLRPKGKKLALIKQAKLIQLMGNLLNNGFNLGEVINFLALSKLVEKEFVFKMHQGLSSGKS 68
NTDB id 430 SGO RS09415 WP 012130941.1 ...MISFLQQDISILSKQKQKKLGTSKQKQVIELFNNLFSSGFHLAETVDFLGRSALLEKNYVQQMRQGLANGQA 72
NTDB id 271 KZH43 RS09260 WP 074196785.1 .........MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRVGLSQGKS 66
NTDB id 230 SPD RS09890 WP 074196785.1 .........MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRVGLSQGKS 66
NTDB id 196 SPR RS09425 WP 074196785.1 .........MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRVGLSQGKS 66
NTDB id 161 SP RS10375 WP 074196785.1 .........MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRVGLSQGKS 66
NTDB id 529 SMSK321 RS09235 WP 080550783.1 .........MDISQVFRLKRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRTDLSQGKS 66
NTDB id 501 SM12261 RS00950 WP 004238896.1 .........MDISQVFRLKRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRAGLSQGKS 66
NTDB id 1111660 HMPREF9319 RS00390 WP 003062919.1 MQKLKVLLKTDISQLNKQKSKKLPFKKQRKVIQLFNNLFKSGFNLTEIVFFLRRSQLLSEVYVERMQESLLNGAS 75
NTDB id 395 FSA28 RS09400 WP 257638827.1 ....MTFLQQDISLKEKHKQKKLKIKKQRKVIQLFNNLFTSGFNLTEIIDFLERSHLLAEIYTKKMRQGLLNGLH 71
NTDB id 386 SMU RS09030 WP 255262721.1 ....MTFLQQDISLKEKHKQKKLKIKKQRKVIQLFNNLFTSGFNLTEIIDFLERSHLLAEIYTKKMRQGLLNGLH 71
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NTDB id 587 KW2 RS10850 WP 042211510.1 LSEILESLSFSKNVVTQLALVEVHGNLVGTMQLVELHLKKQLKVKKKLIEVATYPVVLLVFLIGIMWGLKNYLLP 143
NTDB id 430 SGO RS09415 WP 012130941.1 FSEIMASLGFSDAVVTQLSLAELHGNLSLALLKIEEYLDNLAKVKKKLIEVATYPMMLLGFLVLIMIGLRNYLLP 147
NTDB id 271 KZH43 RS09260 WP 074196785.1 FSEMMESLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLP 141
NTDB id 230 SPD RS09890 WP 074196785.1 FSEMMESLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLP 141
NTDB id 196 SPR RS09425 WP 074196785.1 FSEMMESLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLP 141
NTDB id 161 SP RS10375 WP 074196785.1 FSEMMESLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLP 141
NTDB id 529 SMSK321 RS09235 WP 080550783.1 FSEMMESLGFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLSIMLGLRNYLLP 141
NTDB id 501 SM12261 RS00950 WP 004238896.1 FSEMMESLGFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLP 141
NTDB id 1111660 HMPREF9319 RS00390 WP 003062919.1 LAAMMVDLGFSDNIVTQIALADVHGNSQKSLLKIESYLSSMTVVRKKLIEVATYPLILFLFLILIMLGLKNYLLP 150
NTDB id 395 FSA28 RS09400 WP 257638827.1 LAEIMSSLGFSDDVVTQLALSEVHGNTQKSLLKIESYLNNLILVKKKLVEVITYPIILLIFLVVIMLGLKNYLLP 146
NTDB id 386 SMU RS09030 WP 255262721.1 LAEIMSSLGFSDDVVTQLALSEVHGNTQKSLLKIESYLNNLILVKKKLVEVITYPIILLIFLVVIMLGLKNYLLP 146
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NTDB id 587 KW2 RS10850 WP 042211510.1 QLDKGNNFATLLINHLPLVFFSVGALIVLLTSLSIIIFKHISALTNFTFLVKVPLVSSFIRLYLTAYFSREWGNL 218
NTDB id 430 SGO RS09415 WP 012130941.1 QLSSQ.NFATQLIGHLPTIFLLTVLMLLGLTGAIYLVFKGQKRIPVYSFLARLPFVGSFVRIYLTAYYAREWGNM 221
NTDB id 271 KZH43 RS09260 WP 074196785.1 QLDSS.NIATQIIGNLPQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGIFVQTYLTAYYAREWGNM 215
NTDB id 230 SPD RS09890 WP 074196785.1 QLDSS.NIATQIIGNLPQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGIFVQTYLTAYYAREWGNM 215
NTDB id 196 SPR RS09425 WP 074196785.1 QLDSS.NIATQIIGNLPQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGIFVQTYLTAYYAREWGNM 215
NTDB id 161 SP RS10375 WP 074196785.1 QLDSS.NIATQIIGNLPQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGIFVQTYLTAYYAREWGNM 215
NTDB id 529 SMSK321 RS09235 WP 080550783.1 QLDSS.NIATQIIGNLPQIFLGMVGLVSLLTLLALTFYKRSSKMRVFSILARIPFLGIFVQTYLTAYYAREWGNM 215
NTDB id 501 SM12261 RS00950 WP 004238896.1 QLDSS.NIATQIIGNLPQIFLGMVGFVSVGVLLALTFYKRGSKMRVFSILARIPFLGIFVQTYLTAYYAREWGNM 215
NTDB id 1111660 HMPREF9319 RS00390 WP 003062919.1 QLESQ.NVATQIIAHFPTIFLLSIFSIGVLLICTTFYARRLSQIDLYSRISRIPLVGNYVRLYLTAYYAREWGNL 224
NTDB id 395 FSA28 RS09400 WP 257638827.1 QLEKG.NFATRLISNFPILFLLGCCFFILLVGIFTFFSRKISRLHLIGFCSHLPFVGKYLQLYLTAYYAREWGNL 220
NTDB id 386 SMU RS09030 WP 255262721.1 QLERG.NFATRLISNFPILFLLGCCFFILLVGIFTFFSRKISRLHLIGFCSHLPFAGKYLQLYLTAYYAREWGNL 220
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NTDB id 587 KW2 RS10850 WP 042211510.1 IAQGVELRQIIELMKKQKSRIFAEVGIKLDLGLKAGQNFEQAVSHFSIFLPELSLMIEYGAIKDKLGLELSVYAD 293
NTDB id 430 SGO RS09415 WP 012130941.1 IGQGLELSQIFQIMQEQRSVLFQEIGQDLGQALQNGQEFSDKIASYPFFKKELSLIIEYGEVKSKLGSELEIYAL 296
NTDB id 271 KZH43 RS09260 WP 074196785.1 ISQGMELTQIFQMMQEQGSQLFKEVGQDLAQTLKNGREFSQTIGTYPFFRKELSLIIEYGEVKSKLGSELEIYAE 290
NTDB id 230 SPD RS09890 WP 074196785.1 ISQGMELTQIFQMMQEQGSQLFKEVGQDLAQTLKNGREFSQTIGTYPFFRKELSLIIEYGEVKSKLGSELEIYAE 290
NTDB id 196 SPR RS09425 WP 074196785.1 ISQGMELTQIFQMMQEQGSQLFKEVGQDLAQTLKNGREFSQTIGTYPFFRKELSLIIEYGEVKSKLGSELEIYAE 290
NTDB id 161 SP RS10375 WP 074196785.1 ISQGMELTQIFQMMQEQGSQLFKEVGQDLAQTLKNGREFSQTIGTYPFFRKELSLIIEYGEVKSKLGSELEIYAE 290
NTDB id 529 SMSK321 RS09235 WP 080550783.1 ISQGMELTQIFQIMQEQGSQLFKEIGQDLAQSLQNGREFSQTIATYPFFKKELSLIIEYGEVKSKLGSELEIYAE 290
NTDB id 501 SM12261 RS00950 WP 004238896.1 ISQGMELTQIFQIMQEQGSQLFKEIGQDMAHALQNGQEFSQTIGTYPFFKKELSLIIEYGEVKSKLGSELEIYAE 290
NTDB id 1111660 HMPREF9319 RS00390 WP 003062919.1 IGQGIELMAIVGIMQKQKSLLFQEIGKDMEEALLSGQAFHQKVLDYPFFLRELSLMIEYGEIKSKLGRELDIYAE 299
NTDB id 395 FSA28 RS09400 WP 257638827.1 IGQGVEMAQIVRLMQDQKSQLFREIGYDMEKALLSGQEFHQKVLDYPFFLKELSLMIEYGEVKSKLGNELEIYAE 295
NTDB id 386 SMU RS09030 WP 255262721.1 IGQGVEMAQIVRLMQDQKSQLFREIGYDMEKALLSGQEFHQKVLDYPFFLKELSLMIEYGEVKSKLGNELEIYAE 295
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NTDB id 587 KW2 RS10850 WP 042211510.1 ECWEQFFSKIDRLMQLIQPLIFIFVALMIVLLYAAMLLPIYSNMGSGI 341
NTDB id 430 SGO RS09415 WP 012130941.1 KTWEEFFGRVNRTMNLIQPLVFVFVALMIVLLYAAMLLPLYQNMEVHL 344
NTDB id 271 KZH43 RS09260 WP 074196785.1 KTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 230 SPD RS09890 WP 074196785.1 KTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 196 SPR RS09425 WP 074196785.1 KTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 161 SP RS10375 WP 074196785.1 KTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 529 SMSK321 RS09235 WP 080550783.1 KTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 501 SM12261 RS00950 WP 004238896.1 KTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 1111660 HMPREF9319 RS00390 WP 003062919.1 ETWQSFFGKLTQATQLIQPLVFVFVALIIVLIYVAMLLPMYQNMGGNF 347
NTDB id 395 FSA28 RS09400 WP 257638827.1 ETWEHFFAKLKKATQFVQPLIFVFVAIVIVMIYAAMLLPIYQNMEVNL 343
NTDB id 386 SMU RS09030 WP 255262721.1 ETWEHFFAKLKKATQFVQPLIFVFVAIVIVMIYAAMLLPIYQNMEVNL 343
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